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Taula VI. Seqiiéncia nucleotidica i aminoacidica de ZmPBF.

+1 M D Mol 5 G 8§ T A AT S T P H N N Q Q
1 CTTCTTCCCA GCGACAAGAG AAAGGATTAG ARARAGGAAR GATCCATGGA CATGATCTICC GGCAGCACTG CAGCAACATC AACACCCCAC AACAACCAAC
+1 ‘Q AV M 15 S s P | | K E E A R D P K Q T R A M P Q I G G 8§ G E R K P
101 AGGCGGTGAT GTTGTCATCC CCCATTATAR AGGAGGAAGC TAGGGACCCA AAGCAGACAC GAGCCATGCC CCARATAGGT GGCAGTGGGGE AGCGTAAGCC
+1 P R P Q L P E A [ K c P R c o} S N N [ K F c Y Y N N Y ] M 3 Q P R Y
201 GAGGCCGCAA CTACCTGAGG CGCTCAAGTG CCCACGCTGC GACTCCAACA ACACCAAGTT TTGCTACTAC AACAATTATA GCATGTCACA ACCACGCTAC
+1 F G K A C R R Y W T H G G il L R N v P I G G G C R K N K H A S R E
301 &TfTGéAAdG CfTGébGdCG 6TA£TG§ACA bAfGGbefA CdeébGéAA beéCCéhTT beGGfGGdT GfCGéAAdAA 6AAACA£ECC &CfAGﬁTTfé
+1 Vv L G S H T S S s s L] AT o A H. L s P. 5 2 M A S S S N M S I N K H M-
401 TCTTGGGCTC TCACACCTCA TCGTCCTICAT CTGCTACCTA TCCACCATTA TCCCCTAGCCA CCAACCCTAG CTCTAGCAAT ATGAGCATCA ACAAACATAT
+1 MM M W P N M T M P i P T i M G L F P N W L P T L M P T G G G G G F
501 GATGATGGTG CCTARACATGA CGATGCCTAC CCCAACGACA ATGGGCTTAT TCCCTAATGT GCTCCCARCA CTTATGCCGR CAGGTGGAGG CGGGGGCTTT
+1 D F T M D N Q H R 5 L 8§ F T P M 35 L P s Q G P v P M L A A G G S5 E A
601 GACTTCACTA TGGACAACCA ACATAGATCA TTGTCCTTCA CACCAATGTC TCTACCTAGC CAGGGGCCAG TGCCTATGCT GGCTGCAGGA GGGAGTGAGG
+1 AT P ] F L E M L R G G |1 F H G S § 8§ Y N T § L T M § G G N N G M D-
701 biACiCCdTC fTTdCTiGAG ATGET&AGAG GiGGthfTT fCAfGGfAGT thAGéTAfA AdhciﬁGfCT 6AthTéAGT beGGdAAéA AfGGiATdGA
+1 D K P F s L P S Y G A M C T N G L s G 8 T T N D A R Q L vV G P  Q D
801 CAAGCCATTT TCGCTGCCAT CATATGGTGC AATGTGCACA AATGGGTTGA GTGGCTCAAC CACTAATGAT GCCAGACAAC TGGTGGGGCC TCAGCAGGAT
+1 N K A I M K =] S N N N N G v ] L L N L Y W N K H N N N N N N N N N N
901 hhdAAGdei TdATdAAth EAGfﬂﬁfﬁhc éAdAAfGGfG TATCATT&TT éAﬂéCTéTAC &GdAAéAAdC AdAAéAAéAA dAAdAAéAAC hAéAAéRAdA
+1 N N N N N N N K G Q
1001 ACARCRACAAR CAACAACRAC RBAGGGACRAT AAGGTTAGTG TGCCAGACCG TGGAAGCGTT GCTGCTATAA ATAATGCAAT TGGGTAGTAG TACCCAGTGA
1101 AATCAGGAGA GACTAGTAGC CTAGGGTGCA TTTTGATTTA TTTAGITIIG GTCAAGATGA CAAGTCATCA TGAATCACCC TTTTTATTCA TITGCATGIT
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Taula VII. Seqiiéncia nucleotidica i aminoacidica de ZmGAMYB.

M Y R vV K S E G E G E. @ E G D C = MM L Q@ E Q M D S = Vv A D D VvV S8 S
ATGTATCGGG TGAAGAGCGA GGGGGAGGGC GAGGGCGAGGE GCGACTGCGA AATGATGCTG CAGGAACAGA TGGACTCGCT GGTGGCCGAC GACGTCAGCA

P

'8 G G 6 8 P H R G V G T P L K K G P W T 8 A E D A I L ¥ D Y V¥V K KN
GCGGAGGAGG GTCGCCTCAC AGGGGCGTCG GCACGCCCCT GAAGAAGGGG CCATGGACGT CCGCGGAGGA CGCTATCCTG GTGGACTACG TTAAGAAGAA

101
+1 N G E G N W N A v Q K N T G L F R (o3 G K S (o] R L R W A N H L R P N L
201 CGGCGAGGGC AACTGGAACG CGGTGCAGAAR GAACACCGGG CTGTTCCGCT GCGGCARAGAG CTGCCGCCTC CGGTGGGCGA ACCACCTCAG GCCCAACCTC
+1 K K G A F T P E E E R [ I | Q L H A K M G N K w A R M A G H L P G R
301 RAGAAGGGGG CCTTCACCCC CGAGGAGGAG CGCCTCATCA TCCAGCTCCA CGCCAAGATG GGGAACAAGT GGGCGAGGAT GGCTGGTCAC TTGCCAGGGC
+1 i B D N E I K N Y W N T R | K R C Q R A S L P I X P A S ¥ C N Q S T-
401 GTACTGACAA TGAGATCAAG AACTACTGGA ACACTCGAAT AAAGAGATGT CAACGAGCTA GCCTTCCTAT TTATCCTGCT AGTGTATGCA ATCAATCTAC
+1 ‘TN E D Q Q L S G N F N G G E. M- il s N D L L. & G N 5§ L Y L P D F T 8
501 HAAfGA&GAT bAGbAACTéT CfGGfAAfTT fAACbebGC bAéAH{ATAT CéhAthfCT fCTATCTbGG }AéﬁGéCTfT AfCTdbCAGA fTTfACdAGf
+1 D N F I A N P E. A L, S Y A P e L S A L s I § N L E 0 Q S F A 8 K 8 ©C
601 GACRATTTCA TTGCGAACCC AGAGGCTTTA TCCTATGCAC CACAGTITGTC AGCTCTTTCA ATAAGCAATT TGCTCGGCCA AAGCTTTGCA TCAAAAAGTT
+1 G 8§ F M D Q Vv D G A G ML K Q 8 G o] v L P A L S D A I D 5 Vv I 3 S5 A-
701 bfAGdTTéAT éGAfCAGbTT hACbAideG GéATdCTéAA gCAgTCfGGC &GfGTGbeC CfGCgTTéAG 6GA£GC6ATT bAdAGfGTéC TfTCéTCiGd
+1 -A D H F § N D s E K L R Q A kG F D AL M E A N A S§ 8§ K 8 il A L L
801 TGATCATTTT TCAAATGACT CTGAGARAGCT CAGGCAGGCT TTAGGTTTITG ATTATCTGAA TGAAGCCAAT GCTAGCAGCA AGAGTATTGC ACCTTTCGGG
+1 v A L a0 G S H A F L N G N F S A s R P T N G P L K M E I P S L Q@ DT
901 GTITGCACTTA CTGGCAGCCA TGCCTTTTTA AATGGCAATT TCTCTGCTTC TAGGCCCACA AATGGTCCTT TGAAGATGGR GCTCCCTTCA CTCCARAGATA
+1 ~T. G E B D P N S W L K Y T V A P A M Q P T E L Vv D P X L Q 5§ P S A T P
1001 CTGAATCTGA TCCAAATAGC TGGCTCAAGT ATACTGTGGC TCCTGCAATG CAGCCTACTG AATTAGTAGA TCCTTACCTG CAGTCTCCAT CAGCGACCCC
+1 P S V¥ K S E C A 8§ P R N S G L L, = E L, L H E A Q A L R 8 G K N a Q 35
Ol &&CiGTdhAA.TC£GAéTGfG CATCéCCéAG éAAthbeT beTTdGAAG AéCTéCTfCA fGAAbCTbAG ECACTAAGAT CfGGdhAéﬁA dCAiCAATCA
+1 S V R S S 8 ] S A G T P Y E T T 3 v v ] B~ E IE D M G Q E Y W E E 4 ;B¢
1201 TCGGTCCGAA GTTCAAGTTC TTCTGCTGGC ACACCTTATG AGACTACCAC GGTGGTTAGC CCAGAGTTTG ATATGGGTCA GGAATATTGG GAAGAACAGC
+1 ] S F L S E: Y A H F s G N S F T E s T P P v S A A S P D I F Q L. S
1301 CCAGTTCTTT CCTCAGTGAA TATGCTCATT TTAGTGGAAA TTCTTTCACT GAATCCACTC CTCCTGTTAG TGCTGCGTCA CCTGATATCT TCCAGCTCIC
+1 5 K | S P A Q 5 P S M G 8§ G E Q A L E P K H E S A A S8 P R P E N: B H
1401 CAAGATTTCT CCTGCACARR GCCCTTCAAT GGGCTCTGGC GAGCAGGCGT TAGAGCCTAA ACATGAGTCG GCAGCTTCAC CTCGTCCTGA ARACTTGAGG
+1 P D A |, F s G N A A D P .8 | F N N A | T M: L L G N G | D A E FE K PG
1501 CCTGATGCAT TATTCTCIGG GAACGCAGCC GATCCATCCA TTTTCAATAA TGCCATAACC ATGCTCCTGG GCAATGGCAT TGATGCCGAG TTCAAACCIG
+1 ‘G L G ) G I v L D 8§ S 5 W N N M aQ H A F Q M A G F K
1601 bTbeGGfGA fGGAATfGTG deGA{TCfT CéTCATGéAA 6AA6ATdCAA.bAbe£TT£C AéATéGCéGG ATTCAAATGA GTTCCATGCA CTTGTTTGIG
1701 ATGCTGAAGG GCTTCTTGTT GCTTGTTTIG GGGTCAGTAT CAGCGAAGGC CGCATTGATT GTGACGCTGC ATTCCTGACA GAGGGCGTGC AGGTGCAGCA
1801 GCTACCATAT GTGATCTTCA TGCTAATAGT CCTTTTGTCT AATAAAGTGC ATGAAGATAA ACCGGATATT TTITTTTTGCT TTGTATTAGA GAACCGTTIT
1901 TGTCAACCCT GTCAGGATTC TGTTGGAARAT GTGTCATGAT TTTIGITTGA ACAATTTAAT ATCTGTCATT GGTGCAAAAR AARARARARA AABARARRAR
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Taula VIII. Seqiiencia nucleotidica i aminoacidica de ZmFUSCAS3.

M A G I il K R R g S P A S T ] ] s S G ] Vo L P Q R v T R K R R S A R
ATGGCCGGCA TTACCAAGCG CCGCACCTCC CCGGCCTCCA CCTCCTCTTC GTCCGGCGAC GTCTTGCCGC AGCGGGTCAC CCGGAAGCGT CGGTCCGCCC

41

‘R R G P R ] 1 A R R P S A P P P M N E L D L N T A A L D P D H Y A T

101 GCCGCGGGCC CCGGAGCARCC GCCCGTAGGC CGICGGCGCC TCCACCTATG AATGAACTGG ACTTGAATAC AGCTGCTCTIT GATCCGGATC ATTATGCTAC
+1 T G L R vV L L Q K E L R N S o v 3 Q L G R I v L P K K E A E S ¥ E E:
201 AGGATTGAGA GTTCTTCTTC AGAAGGAGCT CCGAAATAGC GATGTAAGCC AGCTTGGGAG AATTGTTCTC CCAAAGAAGG AGGCGGAGTC TTACCTCCCT
+1 I L M A K D G K 8 L C M H D LB N s Q L W T F K Y R Y W F N N K S8 R
301 hbeTdATGE CAhAdbthG KAAéAGfTTA EGéATébAfG Ad&TdﬁT£AA fTCiCAibTG EGéACdTTéA AdTAfAGiTA fTGdTTCAAC hAéAAiAGéA
+1 ‘R M Y v L E N T ¢ D o Vv K A H D I a a G D F | v | Y K D D = N N |5 o
401 GGATGTATGT GCTTGARAAT ACCGGAGATT ATGTAARAGC TCATGACCTT CAGCAAGGAC ACTTCATCGT GATCTACRAC GACGACGAGA ACAACCGCTT
+1 ‘F V [ G A K K A G D E Q T A T v P Q V H E H M H I S A A L P A P Q A
501 TGTCATAGGA GCAAAGAAGG CAGGAGATGA GCAGACCGCC ACTGTACCTC AAGTCCATGA ACACATGCAC ATCTCTGCCG CACTGCCAGC TCCACAAGCG
+1 F H D ik A G P VoA A E. A&, 304 M L A | vV P @ G D E | F D G L N 8 Lk 4B :E
601 TTCCATGACT ATGCAGGCCC CGTCGCAGCA GAAGCTGGTA TGCTCGCGAT CGTGCCACAG GGTGACGAGA TATTCGACGG CATACTGRAC TCCCTGCCGG
+1 “Ei | P v A N v R Y i D (& E: D P F G D 5 M D M A N P L 5 5 5 N N P S e
701 hthibCAbT éGCéAACbTG AGéTAé&CdG AéTTdTTdGA 6CCéTT6GGT bthCéATéG AdATéGCdAA fCCdCTéAGC &CdTCdAAfA AdCCdTCde
+1 VN L A R S H D E R I G 8 e 8 FE B NI F K S G P Q M
801 CAACCTGGCT ACGCATTTCC ATGACGAGAG GATCGGGAGC TGCTCGTTTC CCTACCCAAR ATCCGGGCCT CAGATGTGAG ATCCGGGCAG ARARACTGCC
201 GCGGTCARAAR CCATCATCCC CTIGCGTGGAA CTCAGAGATC CCCTGGTTGA CGCCATTGCT GTACATCCAA ATAAATGGCG TCCTCATTTT GTATGTTTAG

1001

TAGTATATGA AARAAAARARA AARARDAAR




