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GLOSARIO DE GENES 
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ABL1 v-abl Abelson murine leukemia 
viral oncogene homolog 1 

9q34.1 ABL, JTK7, c-ABL, 
p150, v-abl 

A�AM10 ADAM metallopeptidase domain 10 15q2 kuz, MA�M, HsT18717, 
C�156c 

AFF1 AF4/FMR2 family, member 1 4q21.3 AF4, MLLT2 

ALK anaplastic lymphoma kinase (Ki-1) 2p23 C�246 

BAALC brain and acute leukemia, 
cytoplasmic 

8q22.3  

BAX BCL2-associated X protein 19q13.3-q13.4  

BCL2 B-cell CLL/lymphoma 2 18q21.3 Bcl-2 

BCR breakpoint cluster region 22q11 �22S11, BCR1, �22S662 

CBFB core-binding factor, beta subunit 16q22.1 PEBP2B 

CCNA1 cyclin A1 13q12.3-q13  

C�KN2A cyclin-dependent kinase inhibitor 
2A (melanoma, p16, inhibits CDK4) 

9p21.3 C�K4I, p16, INK4a, 
MTS1, CMM2, ARF, 

p19, p14, INK4, 
p16INK4a, C�KN2, MLM 

CEBPA CCAAT/enhancer binding protein 
(C/EBP), alpha 

19q13.1 CEBPα 

CREBBP CREB binding protein (Rubinstein-
Taybi syndrome) 

16p13.3 CBP, RTS, RSTS 

CSF1R  colony stimulating factor 1 
receptor, formerly McDonough 
feline sarcoma viral (v-fms) 
oncogene homolog 

5q32 C-FMS, CSFR, C�115, 
FMS 

�EK DEK oncogene (DNA binding) 6p23 �6S231E 

ELA2 elastase 2, neutrophil 19p13.3  

ELL elongation factor RNA polymerase 
II 

19p13.1 Men, ELL1, C19orf17 

EP300 E1A binding protein p300 22q13.2 p300 

EVI1 ecotropic viral integration site 1 3q26 M�S1-EVI1, PR�M3 

FLT3 fms-related tyrosine kinase 3 13q12 FLK2, STK1, C�135 

GAS7 growth arrest-specific 7 17p13.1 KIAA0394, MGC1348 

GATA1 GATA binding protein 1 (globin 
transcription factor 1) 

Xp11.23 ERYF1, NFE1, GF1 

HOXA9 homeobox A9 7p15-p14 HOX1G, HOX1 

HOX�13 homeobox D13 2q31-q32 HOX4I, SP� 
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HRAS v-Ha-ras Harvey rat sarcoma viral 
oncogene homolog 

11p15.5 HRAS1 

HTATIP HIV-1 Tat interacting protein, 
60kDa 

11q13 TIP60, PLIP, cPLA2, 
HTATIP1, ESA1  

 

ITPA inosine triphosphatase (nucleoside 
triphosphate pyrophosphatase) 

20p HLC14-06-P, dJ794I6.3, 
C20orf37 

KIT v-kit Hardy-Zuckerman 4 feline 
sarcoma viral oncogene homolog 

4q11-q12 PBT, C�117, SCFR, C-
Kit 

KLRK1 killer cell lectin-like receptor 
subfamily K, member 1 

12p13.2-p12.3 NKG2�, KLR, NKG2-�, 
C�314, �12S2489E 

KRAS v-Ki-ras2 Kirsten rat sarcoma viral 
oncogene homolog 

12p12.1 KRAS1, KRAS2 

MAL mal, T-cell differentiation protein 2cen-q13  

MEIS1 Meis homeobox 1 2p14-p13  

MEN1 multiple endocrine neoplasia I 11q13  

MLF1 myeloid leukemia factor 1 3q25  

MLL myeloid/lymphoid or mixed-
lineage leukemia (trithorax 
homolog, Drosophila) 

11q23 TRX1, HRX, ALL-1, 
HTRX1, CXXC7, MLL1A 

MLLT1 myeloid/lymphoid or mixed-
lineage leukemia (trithorax 
homolog, Drosophila); 
translocated to, 1 

19p13.3 ENL, LTG19, YEATS1 

MLLT3 myeloid/lymphoid or mixed-
lineage leukemia (trithorax 
homolog, Drosophila); 
translocated to, 3 

9p22 AF-9, AF9, YEATS3 

MYH11 myosin, heavy chain 11 16p13.11 SMMHC, SMHC 

MYST3 MYST histone acetyltransferase 
(monocytic leukemia) 3 

8p11 MOZ, ZNF220, 
RUNXBP2 

MYST4 MYST histone acetyltransferase 
(monocytic leukemia) 4 

10q22.2 querkopf, qkf, Morf 

NCOA2 nuclear receptor coactivator 2 8q13 TIF2, GRIP1, NCoA-2 

NPM1 nucleophosmin (nucleolar 
phosphoprotein B23, numatrin) 

5q35 B23, numatrin, NO38 

NRAS neuroblastoma RAS viral (v-ras) 
oncogene homolog 

1p13.2  

NuMA1 nuclear mitotic apparatus protein 
1 

11q13  

NUP214 nucleoporin 214kDa 9q34 CAIN, CAN, �9S46E 

NUP98 nucleoporin 98kDa 11p15  

PBX1 pre-B-cell leukemia homeobox 1 1q23  

P�GFRB platelet-derived growth factor 
receptor, beta polypeptide 

5q31-q32 JTK12, C�140b, 
P�GFR1, P�GFR 
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PML promyelocytic leukemia 15q22 MYL, TRIM19, RNF71 

PRL prolactin 6p22.2-p21.3  

PROM1 prominin 1 4p15 AC133, C�133, PROML1 

RARA retinoic acid receptor, alpha 17q12 RAR, NR1B1 

RBM15 RNA binding motif protein 15 1p13 OTT, OTT1 

RUNX1 runt-related transcription factor 1 
(acute myeloid leukemia 1; aml1 
oncogene) 

21q22.3 AML1, CBFA2, 
PEBP2A2, AMLCR1 

RUNX1T1 runt-related transcription factor 1; 
translocated to, 1 (cyclin D-
related) 

8q22 AML1T1, CBFA2T1, 
C�R, ETO, MTG8, 

ZMYN�2 

S100A9 S100 calcium binding protein A9 1q21 P14, MIF, NIF, LIAG, 
MRP14, MAC387, 

60B8AG, CGLB, CAGB 

SPI1 spleen focus forming virus (SFFV) 
proviral integration oncogene spi1 

11p12-p11.22 PU.1, SPI-A 

STAT3 signal transducer and activator of 
transcription 3 (acute-phase 
response factor) 

17q21 APRF 

STAT5A nal transducer and activator of 
transcription 5A 

17q11.2 MGF, STAT5 

STAT5b signal transducer and activator of 
transcription 5B 

17q11.2  

TP53 tumor protein p53 (Li-Fraumeni 
syndrome) 

17p13.1 p53 

ZBTB16 zinc finger and BTB domain 
containing 16 

11q23 PLZF 

*Según nomenclatura HUGO (http://www.gene.ucl.ac.uk/nomenclature)  
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