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Izarren hautsa egun batean bilakatu zen bizigai, 
hauts hartatikan uste gabean noizpait giûaden gu ernai. 
Eta horrela bizitzen gera sortuz ta sortuz gure aukera 
atsedenik hartu gabe: lana egiûaz goaz aurrera 
kate horretan denok batera gogorki loturik gaude. 
 
Gizonak ba du inguru latz bat menperatzeko premia, 
burruka hortan bizi da eta hori du bere egia. 
Ekin ta ekin bilatzen ditu, saiatze hortan ezin gelditu, 
jakintza eta argia; bide ilunak nekez aurkitu 
lege berriak noizpait erditu, hortan jokatuz bizia. 
 
Gizonen lana jakintza dugu: ezagutuz aldatzea, 
naturarekin bat izan eta harremanentan sartzea. 
Eta indarrak ongi errotuz, gure sustraiak lurrari lotuz, 
bertatikan irautea: ezaren gudaz baietza sortuz, 
ukazioa legetzat hartuz beti aurrera joatea. 
 
Ez dadukanak ongi ahi daki euketzea zein den ona, 
bere premiak bete nahirik beti bizi da gizona. 
Gu ere zerbait ba gera eta gauden tokitik hemendik bertan 
saia gaitezen ikusten: amets eroak bazterturikan, 
sasi zikiûak behingoz erreta bide on bat aukeratzen. 
 
Gu sortu ginen enbor beretik sortuko dira besteak, 
burruka hortan iraungo duten zuhaitz-ardaska gazteak. 
Beren aukeren jabe eraikiz ta erortzean berriro jaikiz 
ibiltzen joanen direnak : gertakizunen indar ta argiz 
gure ametsa arrazoi garbiz egiztatuko dutenak. 
 
Eta ametsa bilakaturik egiaren antziduri 
herri zahar batek bide berritik ekingo dio urduri; 
guztian lana guztien esku jasoko dute sendo ta prestu, 
beren bizitzen edargai; diru zakarrak bihotzik eztu, 
lotuko dute gogor ta hestu haz ez dadin gizonen gain. 
 

Izarren Hautsa 
 

MIKEL LABOA
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Pues sí, parece que por fin el final ha llegado. Ha sido un camino largo, arduo y accidentado siendo 
ahora cuando se cierra una etapa para comenzar una nueva. Como bien dijo Machado, el camino 
se hace al andar y así se ha hecho, con la contribución, ayuda, y apoyo de todos vosotros. A todos, 
eskerrik asko.  
 
El primero a quien tengo que agradecer es a mi director de tesis, quien me ofreció este proyecto, 
difícil en su momento pero entusiasta. Por fin puedo decir, gracias Tano por la autonomía 
concedida, ha sido duro, aun así, lo aprendido ha sido muy enriquecedor en el pensamiento 
científico como en la madurez personal.  
 
A ti Elena, sin ti esta tesis no hubiese salido para adelante. Gracias por todas tus enseñanzas, has 
sido dura cuando has tenido que serlo y comprensiva en los peores momentos. Por supuesto sin 
tus correcciones y revisiones no estaría en este punto. No se como poder agradecerte todo tu 
trabajo. Gracias Elena.  
 
A mis dos revisores y amigos Héctor y Pepe. Héctor, culpable, si,  eres culpable de esta tesis desde 
el minuto uno que comenzó a gestarse, aunque estés lejos ya sabes donde esta el monasterio de las 
grandes montañas, disfruta de tu vida asiática. Pepe, gracias por escucharme desde los malos 
momentos hasta esas preguntas que solo necesitaba sacarlas para poder contestarlas, espero que 
dentro de poco podamos celebrarlo con un buen pintxo en las calles de la parte vieja donostiarra.  
 
Gracias a todos los miembros del laboratorio de Tano. A Salud, por sus conocimientos mosqueros, 
he aprendido mucho mediante la “terapia ocupacional”. A Isabel, por ir aprendiendo juntas lo 
importante que es la burocracia. A Paloma, por enseñarme la base de esta tesis, inyecciones e 
inyecciones durante tardes enteras acompañadas con Falete, más de una lo hubiese querido en 
vez del Botox. A Ana, aunque nos costo tiempo poder entendernos creo que al final llegamos a 
hacerlo, trabajando como trabajas estoy segura que te ira muy bien en Australia. A Dalia, 
simplemente, gracias por ser tan directa conmigo. A Eli C., por enseñarme que hay muchas 
formas de entender y explicar la vida. Y a Emmanuel, Peter, Elke, Fabrizio, Jens, Bart, Zhanna, 
Piet…todos los que me habéis ayudado a buscar el camino y a defender este trabajo, gracias a la 
critica y la discusión. 
 
También me gustaría agradecer a mi tutora, Carmen Caelles y a la secretaria del departamento de 
Bioquímica y Biología Celular de la facultad de Farmacia Mari Carmen Merino por facilitarme y 
aclararme los tramites a seguir.  
 
Gracias al trabajo, ayuda y también discusión técnica de Silvia, Eva y Herbert del servicio de 
Genómica del IRB. También a David Rossell, lo complicado se hizo sencillo de la noche a la 
mañana. Y, aunque al final se ha quedado en el cajón, gracias a Elisenda y Carmen por el trabajo 
de microscopia electrónica realizado.  
 
De este laboratorio de Tano ha salido una gran amistad, que aunque en los inicios no te entendía 
ni papa, las risas y llantos han hecho que estos años hayan sido más llevaderos. Gracias por todo 
Eli, desde esos experimentos culinarios siempre exitosos, las criticas constructivas, hasta los 
momentos de supervivencia en un 5ºpiso sin ascensor. Aunque en los últimos años hayamos 
estado menos de lo querido, esto se termina y me gustaría poder compartir nuestros nuevos 
estados …Dra. tieta!!! 
 
A todos las personas del IRB y PCB que me habéis apoyado de una forma u otra, los milanos, a 
todos aquellos que hemos compartido gallego y partidos de futbol, retriets, congresos…Gracias a 
aquellos con los que compartí aula el primer año en Barcelona y después calçotadas y futbolines. 
Y a los que habéis estado al final de soporte…Eusebio, mi gran agradecimiento, espero poder 
disfrutar de una comida sin presiones posteriores. Muchos se van pero pocos vuelven, 
literalmente no hubiese sobrevivido sin la ayuda de Eder y mis vecinos Violeta y Sergio, me 
hubiese gustado celebrarlo también con vosotros.  
 
El agradecimiento de quien no había pisado nunca un hospital, y al final los pise mediante 
rehabilitación y trabajo, a todos aquellos que me habéis animado a seguir para delante en los 
peores momentos.  
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Eulalia, Tao, Rosa…Y no me olvido de vosotras, con quien he compartido laboratorio en un 
periodo breve pero intenso, Teresa y también Rosa, Cristina, Rouso, Javi y la futura 
mama…Laura. 
 
No hubiese llegado a este momentos sin antes haber pasado por otra ciudad. Gracias a los 
Bioquímicos que tanto os he echado de menos, a Lucia quien con su fundamento hizo que la 
llegada y estancia a la gran ciudad fuese mucho más agradable, Alain directo y conciso se fraguó 
una gran amistad, a las neuyorquinas que os debo un viaje, Elvira, después de unos años en una 
única noche en Barcelona nos basto, Esther…echo de menos alguna que otra caña tomada en 
épocas anteriores, cuando nos vamos de terracismo? He visto un chico muy guapo para Maya, 
perdón Elvira, amor de madre. A Alvaro, todavía recuerdo esos viajes de ida y vuelta a la uni;  
Fernando, me ha encantado conocerte y a todos los demás, Inma, Gonzalo…Y no se me olvida a 
Noa, quien tanto me apoyó. Y a mis compis de piso, algunas seguís estando ahí, Isabel, Sophie, 
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diseinatzeagatik. Neskak, ez zaituztet ahazten, Nagore, Aitzi, Amaia, Usoa…badet gogoa zuekin 
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ere, familia oso haundia da banan bana izendatzeko. Eskerrik asko Xanti ta Juli.  Eskerrik asko 
Vittor ta bereziki Inaxi, azken aldian oraindik gehio gogoratzen naiz zutaz.  
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1. Cáncer: características generales, origen y propagación. 
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2.  Drosophila melanogaster: organismo modelo para el estudio del 
cáncer. 
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4 Perfiles de expresión. 
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A) Perfiles de expresión y cáncer. 
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B) Dificultades y retos en la aplicación de los perfiles de expresión al estudio del 
cáncer.  
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C) Perfiles de expresión de Drosophila. 
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1. Generación de las muestras control y de las líneas tumorales: 
Stocks, alelos y generación de clones mitóticos. 
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• B�WHI,?X��!/J��B�W1�����-?3�I,9��$#%����"�

• B�WHI,?X��!/J��B�W1�����-?3�I,9���

• B�WHI,?X��!/J��B�W1�����-?3�I,9����) � �!�

• B�WHI,?X��!/J��B�W1�����-?3�I,9����/�

• ��WI��"������WH��/��BC.WHI,?�!9�I��!�J������++"�������������

• ��WI��"������WH��/��BC.WHI,?�!9�I��!�J������"��������
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2. Extracción de ARN.  
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4. Análisis de los perfiles de expresión.  
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Clasificación de los genes. 
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1. Análisis de los perfiles de expresión de tumores de distinto origen 
genético en distintos momentos de evolución: clasificación 
tumoral 
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 Clustering jerárquico y Análisis de Componentes Principales en T1. 
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 Clustering jerárquico y Análisis de Componentes Principales en T5. 
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 Clustering jerárquico y Análisis de Componentes Principales en T10. 
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 Porcentajes de genes que contribuyen al agrupamiento tumoral. 
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2. Los tumores de distinto origen genético tienden a igualar su perfil 
de expresión a lo largo del tiempo, definiendo un perfil de 
expresión tumoral común.  
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3. El tumor más divergente en el tiempo es el tumor derivado de la 
mutación de  l(3)mbt.  
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Los tumores derivados de mutaciones que afectan a la división asimétrica 
sobreexpresan marcadores de NB, mientras que l(3)mbt sobreexpresa l(1)sc, 
marcador de precursores neurales. 
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2. El perfil de expresión del tumor l(3)mbtts1 indica un origen 
neuroepitelial. 
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5. Perspectivas futuras. 
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Anexo I

Anexo I
 1

Annotation 
Cluster

UP MODULO 1 GO Category Term Count % p-value Count % p-value Count % p-value
Biological 
Process

GO:0006259:DNA metabolic 
process 114 5,7 3.3E-17 90 7,0 5.4E-17 25 5,6 1.4E-4 

GO:0006974:response to DNA 
damage stimulus 43 2,2 6.1E-13 39 3,0 2.3E-15 11 2,5 3.0E-4 

GO:0006281:DNA repair 40 2,0 6.3E-13 37 2,9 1.0E-15 11 2,5 1.1E-4 
GO:0009719:response to 

endogenous stimulus 44 2,2 1.4E-10 40 3,1 3.2E-13 11 2,5 1.3E-3 

GO:0006950:response to stress 64 3,2 4.6E-9 58 4,5 8.6E-13 14 3,1 9.1E-3 

MODULO 2 GO Category Term Count % p-value Count % p-value Count % p-value
Biological 
Process GO:0007049:cell cycle 116 5,8 6.5E-16 87 6,8 8.5E-14 21 4,7 8.6E-3 

GO:0022402:cell cycle process 110 5,5 8.6E-16 82 6,4 2.0E-13 19 4,3 1.6E-2 
GO:0022403:cell cycle phase 82 4,1 6.6E-13 61 4,8 8.1E-11 18 4,0 1.3E-3 

GO:0000279:M phase 75 3,8 3.7E-11 55 4,3 4.4E-9 17 3,8 1.8E-3 
GO:0000278:mitotic cell cycle 70 3,5 4.7E-10 53 4,1 5.9E-9 15 3,4 7.2E-3 

GO:0051301:cell division 54 2,7 1.5E-8 54 2,7 1.5E-8 13 3,0 4.1E-3
GO:0007067:mitosis 54 2,7 8.3E-8 40 3,1 1.3E-6 14 3,1 2.2E-3 

GO:0000087:M phase of mitotic 
cell cycle 54 2,7 9.6E-8 40 3,1 1.5E-6 14 3,1 2.2E-3 

GO:0051726:regulation of 
progression through cell cycle 45 2,3 4.1E-7 32 2,5 2.1E-5 --- --- ---

GO:0051726:regulation of cell 
cycle 45 2,3 4.8E-7 32 2,5 2.3E-5 --- --- ---

GO:0007059:chromosome 
segregation 37 1,9 5.8E-6 27 2,1 7.2E-5 13 2,9 1.7E-4 

MODULO 3 GO Category Term Count % p-value Count % p-value Count % p-value
Celular 

Component GO:0005634:nucleus 280 14,1 2.7E-13 221 17,2 2.4E-16 68 15,3 1.8E-5 

GO:0043227:membrane-bound 
organelle 389 19,5 2.8E-11 291 22,7 4.7E-12 87 19,6 1.4E-3 

GO:0043231:intracellular 
membrane-bound organelle 388 19,5 3.8E-11 290 22,6 7.5E-12 87 19,6 1.4E-3 

GO:0005622:intracellular 554 27,8 5.1E-11 416 32,4 1.1E-15 131 29,4 3.4E-6 
GO:0043226:organelle 433 21,7 2.2E-10 317 24,7 6.1E-10 100 22,5 3.4E-4 

GO:0043229:intracellular 
organelle 432 21,7 3.1E-10 316 24,6 9.7E-10 100 22,5 3.2E-4 

GO:0044424:intracellular part 509 25,6 4.2E-10 379 29,5 2.4E-12 122 27,4 6.0E-6 
GO:0044422:organelle part 239 12,0 2.3E-7 186 14,5 3.4E-9 51 11,5 3.8E-2 
GO:0044446:intracellular 

organelle part 238 12,0 3.1E-7 185 14,4 5.4E-9 51 11,5 3.7E-2 

GO:0005623:cell 666 33,5 6.2E-4 471 36,7 1.1E-2 151 33,9 2.2E-3 
GO:0044464:cell part 666 33,5 6.2E-4 471 36,7 1.1E-2 151 33,9 2.2E-3 

MODULO 4 GO Category Term Count % p-value Count % p-value Count % p-value

Biological 
Process

GO:0006139:nucleobase, 
nucleoside, nucleotide and 

nucleic acid metabolic process 
1.1E-21 16,3 3.7E-18 243 18,9 2.6E-21 69 15,5 1.3E-5 

GO:0043283:biopolymer 
metabolic process 1.8E-14 19,0 1.3E-11 283 22,1 1.1E-15 72 16,2 1.7E-2 

GO:0009987:cellular process 5.0E-5 40,0 5.2E-3 543 42,3 1.6E-2 --- --- ---
GO:0044238:primary metabolic 

process 6.5E-5 29,5 6.4E-3 419 32,7 1.7E-5 --- --- ---

GO:0043170:macromolecule 
metabolic process 7.0E-5 25,6 6.6E-3 364 28,4 2.4E-5 --- --- ---

GO:0044237:cellular metabolic 
process 7.0E-5 29,6 6.5E-3 418 32,6 4.4E-5 --- --- ---

GO:0010467:gene expression 3.5E-4 12,2 2.6E-2 186 14,5 4.6E-6 53 11,9 4.1E-2 

Molecular 
Function

GO:0003676:nucleic acid 
binding 296 14,9 5.7E-12 223 17,5 1.9E-11 65 14,9 1.9E-3

MODULO 5 GO Category Term Count % p-value Count % p-value Count % p-value
Molecular 
Function GO:0004386:helicase activity 37 1,9 1.0E-8 31 2,4 7.6E-9 --- --- ---

GO:0008026:ATP-dependent 
helicase activity 26 1,3 3.1E-6 21 1,6 7.3E-6 --- --- ---

GO:0004004:ATP-dependent 
RNA helicase activity 14 0,7 7.5E-5 11 0,9 3.6E-4 --- --- ---

GO:0008186:RNA-dependent 
ATPase activity 14 0,7 7.5E-5 11 0,9 3.6E-4 --- --- ---

GO:0003724:RNA helicase 
activity 16 0,8 2.2E-4 12 0,9 1.5E-3 --- --- ---

MODULO 6 GO Category Term Count % p-value Count % p-value Count % p-value
Celular 

Component GO:0044428:nuclear part 121 6,1 1.5E-9 102 8,0 1.5E-12 --- --- ---

GO:0044422:organelle part 239 12,0 2.3E-7 186 14,5 3.4E-9 51 11,5 3.8E-2 
GO:0044446:intracellular 

organelle part 238 12,0 3.1E-7 185 14,4 5.4E-9 51 11,5 3.7E-2 

GO:0043232:intracellular non-
membrane-bound organelle 138 6,9 3.4E-6 101 7,9 2.5E-5 36 8,1 1.5E-3 

GO:0043228:non-membrane-
bound organelle 138 6,9 3.4E-6 101 7,9 2.5E-5 36 8,1 1.5E-3 

GO:0031974:membrane-
enclosed lumen 90 4,5 5.0E-6 78 6,1 6.8E-9 --- --- ---

GO:0043233:organelle lumen 90 4,5 5.0E-6 78 6,1 6.8E-9 --- --- ---
GO:0032991:macromolecular 

complex 227 11,4 5.9E-5 170 13,3 2.4E-5 54 12,1 1.2E-2 

GO:0031981:nuclear lumen 63 3,2 7.8E-5 58 4,5 4.4E-8 --- --- ---
GO:0043234:protein complex 187 9,4 2.9E-4 137 10,7 5.2E-4 45 10,1 2.0E-2 

GO:0005654:nucleoplasm 44 2,2 4.0E-3 42 3,3 9.5E-6 --- --- ---
GO:0044451:nucleoplasm part 37 1,9 3.2E-2 170 13,3 2.4E-5 --- --- ---

MODULO 7 GO Category Term Count % p-value Count % p-value Count % p-value
Molecular 
Function

GO:0008094:DNA-dependent 
ATPase activity 17 0,9 6.8E-7 11 0,9 4.5E-4 --- --- ---

GO:0003678:DNA helicase 
activity 18 0,9 3.8E-6 14 1,1 3.7E-5 --- --- ---

GO:0004003:ATP-dependent 
DNA helicase activity 8 0,4 3.7E-3 --- --- --- --- --- ---

MODULO 8 GO Category Term Count % p-value Count % p-value Count % p-value
Biological 
Process

GO:0016072:rRNA metabolic 
process 17 0,9 6.1E-6 11 0,9 1.1E-3 6 1,3 2.7E-3 

GO:0022613:ribonucleoprotein 
complex biogenesis and 

assembly 
33 1,7 7.5E-6 30 2,3 9.3E-8 11 2,5 7.2E-4 

GO:0042254:ribosome 
biogenesis and assembly 18 0,9 3.7E-5 15 1,2 3.3E-5 7 1,6 1.3E-3 

GO:0006364:rRNA processing 14 0,7 6.9E-5 9 0,7 4.9E-3 5 1,1 8.8E-3 

Celular 
Component GO:0005730:nucleolus 20 1,0 6.1E-3 --- --- --- --- --- ---

MODULO 9 GO Category Term Count % p-value Count % p-value Count % p-value
Biological 
Process

GO:0006269:DNA replication, 
synthesis of RNA primer 3 0,2 3.2E-2 --- --- --- --- --- ---

Celular 
Component GO:0005694:chromosome 58 2,9 6.5E-8 47 3,7 3.5E-8 15 3,4 3.1E-3 

T10 T5 T1



Anexo I

Anexo I
 2

Annotation 
Cluster

T10 T5 T1

GO:0044427:chromosomal part 45 2,3 7.0E-7 37 2,9 3.0E-7 12 2,7 5.7E-3 
GO:0044454:nuclear 

chromosome part 20 1,0 1.1E-6 14 1,1 1.3E-4 6 1,3 8.0E-3 

GO:0000228:nuclear 
chromosome 21 1,1 2.1E-6 14 1,1 4.6E-4 6 1,3 1.3E-2 

GO:0043596:nuclear replication 
fork 9 0,5 5.0E-6 5 0,4 9.4E-3 --- --- ---

GO:0043601:nuclear replisome 9 0,5 5.0E-6 5 0,4 9.4E-3 --- --- ---
GO:0030894:replisome 9 0,5 5.0E-6 5 0,4 9.4E-3 --- --- ---

GO:0005657:replication fork 11 0,6 6.1E-6 8 0,6 2.9E-4 --- --- ---
GO:0005658:alpha DNA 

polymerase:primase complex 4 0,2 4.3E-3 --- --- --- --- --- ---

GO:0008622:epsilon DNA 
polymerase complex 3 0,2 3.1E-2 --- --- --- --- --- ---

GO:0000109:nucleotide-excision 
repair complex 3 0,2 3.1E-2 --- --- --- --- --- ---
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Annotation 
Cluster

T10 T5 T1

Molecular 
Function

GO:0003887:DNA-directed DNA 
polymerase activity 12 0,6 1.2E-4 8 0,6 5.5E-3 --- --- ---

GO:0016779:nucleotidyltransfer
ase activity 25 1,3 2.2E-2 20 1,6 1.6E-2 --- --- ---

GO:0003887:epsilon DNA 
polymerase activity 3 0,2 3.2E-2 --- --- --- --- --- ---

MODULO 10 GO Category Term Count % p-value Count % p-value Count % p-value
Biological 
Process

GO:0030261:chromosome 
condensation 12 0,6 5.2E-5 9 0,7 5.5E-4 4 0,9 2.1E-2 

GO:0000070:mitotic sister 
chromatid segregation 13 0,7 4.1E-4 10 0,8 1.5E-3 7 1,6 1.7E-4 

GO:0000819:sister chromatid 
segregation 13 0,7 4.1E-4 10 0,8 1.5E-3 7 1,6 1.7E-4 

GO:0007076:mitotic 
chromosome condensation 7 0,4 2.1E-3 5 0,4 1.6E-2 4 0,9 3.3E-3 

MODULO 12 GO Category Term Count % p-value Count % p-value Count % p-value

Molecular 
Function

GO:0016741:transferase 
activity, transferring one-carbon 

groups 
23 1,2 2.1E-4 19 1,5 1.7E-4 --- --- ---

GO:0008168:methyltransferase 
activity 22 1,1 4.8E-4 19 1,5 1.4E-4 --- --- ---

GO:0008757:S-
adenosylmethionine-dependent 

methyltransferase activity 
13 0,7 3.9E-2 12 0,9 9.1E-3 --- --- ---

MODULO 13 GO Category Term Count % p-value Count % p-value Count % p-value
Molecular 
Function

GO:0032559:adenyl 
ribonucleotide binding 117 5,9 4.2E-4 86 6,7 1.2E-3 --- --- ---

GO:0005524:ATP binding 116 5,8 5.4E-4 85 6,6 1.6E-3 --- --- ---
GO:0030554:adenyl nucleotide 

binding 120 6,0 1.0E-3 89 6,9 1.7E-3 --- --- ---

GO:0032555:purine 
ribonucleotide binding 128 6,4 8.3E-3 100 7,8 1.6E-3 --- --- ---

GO:0032553:ribonucleotide 
binding 128 6,4 8.3E-3 100 7,8 1.6E-3 --- --- ---

GO:0000166:nucleotide binding 152 7,6 1.4E-2 122 9,5 6.5E-4 --- --- ---
GO:0017076:purine nucleotide 

binding 131 6,6 1.6E-2 103 8,0 2.3E-3 --- --- ---

MODULO 14 GO Category Term Count % p-value Count % p-value Count % p-value
Biological 
Process

GO:0051276:chromosome 
organization and biogenesis 61 3,1 1.5E-8 50 3,9 2.1E-9 13 3,0 1.6E-2

GO:0006325:establishment 
and/or maintenance of 
chromatin architecture 

37 1,9 2.6E-4 31 2,4 3.5E-5 --- --- ---

GO:0006323:DNA packaging 37 1,9 2.6E-4 31 2,4 3.5E-5 --- --- ---
GO:0016568:chromatin 

modification 26 1,3 2.6E-4 20 1,6 5.2E-4 --- --- ---

GO:0040029:regulation of gene 
expression, epigenetic 24 1,2 2.9E-4 20 1,6 1.1E-4 --- --- ---

GO:0016458:gene silencing 19 1,0 8.9E-4 17 1,3 1.1E-4 --- --- ---
GO:0006333.chromatin 
assembly or disassembly 23 1,2 5.4E-3 20 1,6 8.2E-4 --- --- ---

GO:0006342:chromatin 
silencing 11 0,6 8.1E-3 8 0,6 2.2E-2 --- --- ---

GO:0045814:negative 
regulation of gene expression, 

epigenetic 
11 0,6 8.1E-3 8 0,6 2.6E-2 --- --- ---

GO:0031507:heterochromatin 
formation 11 0,6 1.2E-2 8 0,6 3.3E-2 --- --- ---

GO:0031497:chromatin 
assembly 15 0,8 2.7E-2 12 0,9 2.6E-2 --- --- ---

GO:0006338:chromatin 
remodeling 14 0,7 2.7E-2 10 0,8 6.2E-2 --- --- ---

MODULO 15 GO Category Term Count % p-value Count % p-value Count % p-value
Molecular 
Function

GO:0042623:ATPase activity, 
coupled 57 2,9 9.2E-4 41 3,2 5.1E-3 --- --- ---

GO:0016887:ATPase activity 63 3,2 1.0E-3 47 3,7 2.2E-3 --- --- ---
GO:0017111:nucleoside-
triphosphatase activity 81 4,1 5.0E-3 65 5,1 8.4E-4 --- --- ---

GO:0016462:pyrophosphatase 
activity 82 4,1 5.5E-3 65 5,1 1.3E-3 --- --- ---

GO:0016818:hydrolase activity, 
acting on acid anhydrides, in 

phosphorus-containing 
anhydrides 

82 4,1 8.2E-3 65 5,1 2.0E-3 --- --- ---

GO:0032555:purine 
ribonucleotide binding 128 6,4 8.3E-3 100 7,8 1.6E-3 --- --- ---

GO:0032553:ribonucleotide 
binding 128 6,4 8.3E-3 100 7,8 1.6E-3 --- --- ---

GO:0016817:hydrolase activity, 
acting on acid anhydrides 82 4,1 8.8E-3 65 5,1 2.1E-3 --- --- ---

MODULO 16 GO Category Term Count % p-value Count % p-value Count % p-value
Molecular 
Function

GO:0043138:3'-5' DNA helicase 
activity 7 0,4 8.1E-4 7 0,5 1.3E-4 --- --- ---

GO:0003688:DNA replication 
origin binding 6 0,3 3.8E-3 5 0,4 7.4E-3 --- --- ---

Biological 
Process

GO:0006270:DNA replication 
initiation 8 0,4 1.7E-3 6 0,5 8.4E-3 --- --- ---

GO:0006267:pre-replicative 
complex assembly 4 0,2 3.1E-2 4 0,3 1.1E-2 --- --- ---

Celular 
Component

GO:0005656:pre-replicative 
complex 5 0,3 1.0E-2 5 0,4 2.9E-3 --- --- ---
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MODULO 17 GO Category Term Count % p-value Count % p-value Count % p-value
Biological 
Process

GO:0016070:RNA metabolic 
process 201 10,1 2.0E-10 149 11,6 5.4E-10 6 1,3 2.7E-3 

GO:0050794:regulation of 
cellular process 205 10,3 1.6E-4 150 11,7 9.6E-5 --- --- ---

GO:0010467:gene expression 243 12,2 3.5E-4 186 14,5 4.6E-6 53 11,9 4.1E-2 
GO:0050789:regulation of 

biological process 237 11,9 9.4E-4 172 13,5 5.2E-4 --- --- ---

GO:0032774:RNA biosynthetic 
process 111 5,6 7.0E-3 82 6,4 4.2E-3 --- --- ---

GO:0065007:biological 
regulation 247 12,4 1.1E-2 177 13,8 7.6E-3 --- --- ---

GO:0006351:transcription, DNA-
dependent 108 5,4 1.6E-2 82 6,4 3.7E-3 --- --- ---

GO:0006350:transcription 120 6,0 2.9E-2 91 7,1 6.3E-3 --- --- ---
GO:0010468:regulation of gene 

expression 117 5,9 4.5E-2 88 6,9 1.3E-2 --- --- ---

GO:0031323:regulation of 
cellular metabolic process 124 6,2 4.9E-2 93 7,2 1.4E-2 --- --- ---

Molecular 
Function GO:0003677:DNA binding 140 7,0 8.5E-6 103 8,0 5.2E-5 34 7,6 8.7E-3 

MODULO 18 GO Category Term Count % p-value Count % p-value Count % p-value
Biological 
Process GO:0007127:meiosis I 12 0,6 4.6E-3 --- --- --- --- --- ---

GO:0006310:DNA 
recombination 16 0,8 5.6E-3 --- --- --- --- --- ---

GO:0007131:meiotic 
recombination 8 0,4 8.3E-3 --- --- --- --- --- ---

MODULO 19 GO Category Term Count % p-value Count % p-value Count % p-value
Molecular 
Function

GO:0004519:endonuclease 
activity 17 0,9 1.4E-3 13 1,0 4.1E-3 --- --- ---

GO:0004536:deoxyribonuclease 
activity 9 0,5 1.2E-2 --- --- --- --- --- ---

GO:0004520:endodeoxyribonucl
ease activity 7 0,4 2.0E-2 --- --- --- --- --- ---

MODULO 20 GO Category Term Count % p-value Count % p-value Count % p-value
Biological 
Process

GO:0000084:S phase of mitotic 
cell cycle 5 0,3 3.5E-3 4 0,3 1.0E-2 --- --- ---

GO:0051320:S phase 5 0,3 3.5E-3 4 0,3 1.0E-2 --- --- ---
GO:0007346:regulation of 

progression through mitotic cell 
cycle 

11 0,6 3.6E-3 8 0,6 1.5E-2 --- --- ---

GO:0045787:positive regulation 
of progression through cell cycle 5 0,3 6.4E-3 5 0,4 1.6E-3 --- --- ---

GO:0033261:regulation of 
progression through S phase 4 0,2 1.0E-2 4 0,3 3.6E-3 --- --- ---

GO:0007090:regulation of S 
phase of mitotic cell cycle 4 0,2 1.0E-2 4 0,3 3.6E-3 --- --- ---

GO:0045750:positive regulation 
of S phase of mitotic cell cycle 4 0,2 1.0E-2 4 0,3 3.6E-3 --- --- ---

GO:0045931:positive regulation 
of progression through mitotic 

cell cycle 
4 0,2 1.9E-2 4 0,3 6.8E-3 --- --- ---

GO:0051329:interphase of 
mitotic cell cycle 8 0,4 2.5E-2 7 0,5 1.5E-2 --- --- ---

GO:0051325:interphase 8 0,4 2.5E-2 7 0,5 1.5E-2 --- --- ---

MODULO 21 GO Category Term Count % p-value Count % p-value Count % p-value
Molecular 
Function

GO:0016538:cyclin-dependent 
protein kinase regulator activity 9 0,5 1.0E-4 9 0,7 8.8E-6 --- --- ---

GO:0019209:kinase activator 
activity 5 0,3 4.4E-2 5 0,4 1.4E-2 --- --- ---

MODULO 22 GO Category Term Count % p-value Count % p-value Count % p-value
Biological 
Process

GO:0007051:spindle 
organization and biogenesis 18 0,9 1.2E-6 11 0,9 1.1E-3 --- --- ---

GO:0000226:microtubule 
cytoskeleton organization and 

biogenesis 
27 1,4 7.3E-5 --- --- --- --- --- ---

GO:0051225:spindle assembly 9 0,5 9.6E-4 6 0,5 1.7E-2 --- --- ---
GO:0007017:microtubule-based 

process 40 2,0 1.5E-2 --- --- --- 13 3,0 1.2E-2

Celular 
Component GO:0005819:spindle 17 0,9 6.8E-6 --- --- --- 6 1,4 3.6E-3

GO:0005871:kinesin complex 9 0,5 1.3E-2 --- --- --- 5 1,1 5.4E-3

MODULO 23 GO Category Term Count % p-value Count % p-value Count % p-value
Biological 
Process

GO:0006399:tRNA metabolic 
process 22 1,1 1.1E-4 18 1,4 8.4E-5 --- --- ---

GO:0006418:tRNA 
aminoacylation for protein 

translation 
14 0,7 2.7E-3 10 0,8 1.3E-2 --- --- ---

GO:0043039:tRNA 
aminoacylation 14 0,7 2.7E-3 10 0,8 1.3E-2 --- --- ---

GO:0043038:amino acid 
activation 14 0,7 3.2E-3 10 0,8 1.5E-2 --- --- ---

GO:0006520:amino acid 
metabolic process 32 1,6 4.2E-2 24 1,9 3.9E-2 --- --- ---

Molecular 
Function

GO:0016875: ligase activity, 
forming carbon-oxygen bonds 13 0,7 1.7E-2 10 0,8 2.9E-2 --- --- ---

GO:0004812:aminoacyl-tRNA 
ligase activity 13 0,7 1.7E-2 10 0,8 2.9E-2 --- --- ---

GO:0016876:ligase activity, 
forming aminoacyl-tRNA and 

related compounds 
13 0,7 1.7E-2 10 0,8 2.9E-2 --- --- ---

MODULO 24 GO Category Term Count % p-value Count % p-value Count % p-value
Molecular 
Function

GO:0004540: ribonuclease 
activity 13 0,7 4.1E-3 14 1,1 4.7E-5 5 1,1 2.6E-2

GO:0004521:endoribonuclease 
activity 8 0,4 1.1E-2 7 0,5 8.3E-3 --- --- ---

MODULO 25 GO Category Term Count % p-value Count % p-value Count % p-value
Biological 
Process

GO:0006302:double-strand 
break repair 5 0,3 2.3E-2 --- --- --- --- --- ---

MODULO 26 GO Category Term Count % p-value Count % p-value Count % p-value
Molecular 
Function GO:0016740:transferase activity 164 8,2 5.8E-4 127 9,9 1.0E-4 --- --- ---

GO:0016772:transferase 
activity, transferring phosphorus-

containing groups 
96 4,8 2.6E-3 75 5,9 8.3E-4 --- --- ---

GO:0016301:kinase activity 68 3,4 4.0E-2 51 4,0 3.8E-2 --- --- ---

MODULO 27 GO Category Term Count % p-value Count % p-value Count % p-value
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Biological 
Process

GO:0032324:molybdopterin 
cofactor biosynthetic process 4 0,2 4.5E-2 --- --- --- --- --- ---

GO:0006777:Mo-molybdopterin 
cofactor biosynthetic process 4 0,2 4.5E-2 --- --- --- --- --- ---

GO:0019720:Mo-molybdopterin 
cofactor metabolic process 4 0,2 4.5E-2 --- --- --- --- --- ---

GO:0043545: molybdopterin 
cofactor metabolic process 4 0,2 4.5E-2 --- --- --- --- --- ---

MODULO 28 GO Category Term Count % p-value Count % p-value Count % p-value
Biological 
Process

GO:0045448:mitotic cell cycle, 
embryonic 8 0,4 1.7E-2 8 0,6 2.3E-3 --- --- ---

MODULO 29 GO Category Term Count % p-value Count % p-value Count % p-value
Biological 
Process

GO:0046854:phosphoinositide 
phosphorylation 4 0,2 1.0E-2 3 0,2 4.7E-2 --- --- ---

GO:0046834:lipid 
phosphorylation 4 0,2 1.9E-2 --- --- --- --- --- ---

Celular 
Component

GO:0005942:phosphoinositide 3-
kinase complex 4 0,2 9.9E-3 3 0,2 4.8E-2 --- --- ---

Molecular 
Function

GO:0016307:phosphatidylinosit
ol phosphate kinase activity 4 0,2 3.1E-2 --- --- --- --- --- ---

GO:0046934:phosphatidylinosit
ol-4,5-bisphosphate 3-kinase 

activity 
3 0,2 3.2E-2 --- --- --- --- --- ---

GO:0035005: 
phosphatidylinositol-4-

phosphate 3-kinase activity 
3 0,2 3.2E-2 --- --- --- --- --- ---

GO:0001727:lipid kinase activity 4 0,2 4.6E-2 --- --- --- --- --- ---

MODULO 30 GO Category Term Count % p-value Count % p-value Count % p-value
Biological 
Process GO:0006396:RNA processing 73 3,7 5.6E-8 51 4,0 7.6E-6 16 3,7 1.3E-2

GO:0016071:mRNA metabolic 
process 47 2,4 4.3E-3 34 2,7 9.3E-3 --- --- ---

GO:0006397:mRNA processing 43 2,2 5.9E-3 --- --- --- --- --- ---

MODULO 31 GO Category Term Count % p-value Count % p-value Count % p-value
Biological 
Process GO:0016246:RNA interference 8 0,4 1.4E-2 7 0,5 8.5E-3 --- --- ---

GO:0031047:RNA-mediated 
gene silencing 8 0,4 4.9E-2 8 0,6 7.8E-3 --- --- ---

GO:0016441:posttranscriptional 
gene silencing 8 0,4 4.9E-2 8 0,6 7.8E-3 --- --- ---

GO:0035194:RNA-mediated 
posttranscriptional gene 

silencing 
8 0,4 4.9E-2 8 0,6 7.8E-3 --- --- ---

MODULO 32 GO Category Term Count % p-value Count % p-value Count % p-value
Biological 
Process

GO:0045927:positive regulation 
of growth 8 0,4 1.4E-2 --- --- --- --- --- ---

GO:0008361:regulation of cell 
size 11 0,6 2.2E-2 --- --- --- --- --- ---

Annotation 
Cluster

DOWN MODULO 1 GO Category Term Count % p-value Count % p-value Count % p-value
Biological 
Process GO:0007154:cell communication 198 16,4 5.7E-13 90 17.5 7.2E-7 44 20,2 3.1E-6 

GO:0007166:cell surface 
receptor linked signal 

transduction 
100 8,3 1.1E-7 44 8,6 7.7E-4 27 12,4 9.9E-6 

GO:0007165:signal transduction 157 13,0 3.0E-7 66 12,8 4.7E-3 35 15,9 3.6E-4 

MODULO 2 GO Category Term Count % p-value Count % p-value Count % p-value
Biological 
Process

GO:0007218:neuropeptide 
signaling pathway 17 1,4 3.4E-9 5 1,0 3.6E-2 8 3,7 5.2E-7 

Molecular 
Function

GO:0005184:neuropeptide 
hormone activity 17 1,4 5.3E-10 --- --- --- 10 4,6 5.2E-10 

GO:0005179:hormone activity 22 1,8 4.5E-9 --- --- --- 12 5,5 1.0E-9 
GO:0005102:receptor binding 46 3,8 2.3E-8 --- --- --- 17 7,8 3.0E-7 

MODULO 3 GO Category Term Count % p-value Count % p-value Count % p-value
Celular 

Component GO:0005886:plasma membrane 80 6,6 2.0E-8 47 9,1 1.9E-8 --- --- ---

GO:0005887:integral to plasma 
membrane 37 3,1 1.3E-6 14 2,7 2.6E-2 --- --- ---

GO:0031226:intrinsic to plasma 
membrane 37 3,1 1.7E-6 15 2,9 1.3E-2 --- --- ---

GO:0044459:plasma membrane 
part 52 4,3 1.8E-6 28 5,4 5.0E-5 --- --- ---

MODULO 4 GO Category Term Count % p-value Count % p-value Count % p-value

Molecular 
Function

GO:0008324:cation 
transmembrane transporter 

activity 
62 5,1 7.5E-8 24 4,7 3.6E-3 14 6,4 3.6E-3 

GO:0022836:gated channel 
activity 29 2,4 1.5E-7 --- --- --- 6 2,8 3.0E-2 

GO:0015075:ion 
transmembrane transporter 

activity 
71 5,9 5.9E-7 26 5,1 1.8E-2 15 6,9 1.1E-2 

GO:0046873:metal ion 
transmembrane transporter 

activity 
31 2,6 1.4E-6 --- --- --- --- --- ---

GO:0005261:cation channel 
activity 27 2,2 2.2E-6 --- --- --- 6 2,8 3.1E-2 

GO:0022892:substrate-specific 
transporter activity 88 7,3 3.7E-6 33 6,4 2.4E-2 --- --- ---

GO:0022843:voltage-gated 
cation channel activity 15 1,2 9.8E-6 --- --- --- --- --- ---

GO:0022838:substrate specific 
channel activity 33 2,7 1.2E-5 --- --- --- --- --- ---

GO:0005215:transporter activity 105 8,7 1.4E-5 39 7,6 4.7E-2 --- --- ---

GO:0005216:ion channel 
activity 32 2,6 1.8E-5 --- --- --- --- --- ---

GO:0005267:potassium channel 
activity 15 1,2 2.0E-5 --- --- --- --- --- ---

GO:0005244:voltage-gated ion 
channel activity 15 1,2 2.0E-5 --- --- --- --- --- ---

GO:0022832:voltage-gated 
channel activity 15 1,2 2.0E-5 --- --- --- --- --- ---

GO:0022891:substrate-specific 
transmembrane transporter 

activity 
77 6,4 3.5E-5 --- --- --- 16 7,3 3.0E-2 

GO:0015267:channel activity 33 2,7 3.6E-5 --- --- --- --- --- ---

T10 T5 T1
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GO:0022803:passive 
transmembrane transporter 

activity 
33 2,7 3.6E-5 --- --- --- --- --- ---

GO:0022857:transmembrane 
transporter activity 84 7,0 1.7E-4 --- --- --- --- --- ---

GO:0015276:ligand-gated ion 
channel activity 16 1,3 5.3E-4 --- --- --- --- --- ---

GO:0022834:ligand-gated 
channel activity 16 1,3 5.3E-4 --- --- --- --- --- ---

GO:0015291:secondary active 
transmembrane transporter 

activity 
29 2,4 5.4E-4 15 2,9 2.8E-3 8 3,7 1.7E-2 

GO:0008066:glutamate receptor 
activity 11 0,9 7.9E-4 --- --- --- --- --- ---

GO:0005249:voltage-gated 
potassium channel activity 10 0,8 1.0E-3 --- --- --- --- --- ---

GO:0022804:active 
transmembrane transporter 

activity 
44 3,6 4.6E-3 20 3,9 2.9E-2 --- --- ---

GO:0030955:potassium ion 
binding 6 0,5 5.8E-3 --- --- --- --- --- ---

GO:0005230:extracellular ligand-
gated ion channel activity 12 1,0 6.4E-3 --- --- --- --- --- ---

GO:0031420:alkali metal ion 
binding 6 0,5 1.8E-2 --- --- --- --- --- ---

GO:0044459:plasma membrane 
part 52 4,3 1.8E-6 28 5,4 5.0E-5 --- --- ---

Biological 
Process

GO:0006813:potassium ion 
transport 15 1,2 1.3E-4 --- --- --- 4 1,8 4.8E-2 

GO:0030001:metal ion transport 27 2,2 3.5E-4 --- --- --- 7 3,2 2.5E-2 

GO:0051234:establishment of 
localization 161 13,3 8.6E-4 75 14,6 7.3E-3 --- --- ---

GO:0006811:ion transport 48 4,0 9.0E-4 --- --- --- 12 5,5 1.5E-2 
GO:0006810:transport 156 12,9 1.7E-3 72 14,0 1.4E-2 --- --- ---

GO:0051179:localization 182 15,1 3.4E-3 93 18,1 4.6E-4 --- --- ---
GO:0006812:cation transport 36 3,0 8.9E-3 --- --- --- 10 4,6 2.1E-2 

MODULO 5 GO Category Term Count % p-value Count % p-value Count % p-value
Celular 

Component GO:0016020:membrane 224 18,5 4.1E-7 101 19,6 1.8E-3 45 20,6 3.1E-2 

GO:0016021:integral to 
membrane 124 10,3 7.2E-4 --- --- --- 29 13,3 1.9E-2 

GO:0031224:intrinsic to 
membrane 124 10,3 7.8E-4 --- --- --- 29 13,3 2.0E-2 

GO:0044425:membrane part 150 12,4 3.0E-3 --- --- --- --- --- ---

MODULO 6 GO Category Term Count % p-value Count % p-value Count % p-value
Biological 
Process GO:0048512:circadian behavior 12 1,0 3.8E-5 --- --- --- --- --- ---

GO:0007622:rhythmic behavior 12 1,0 8.8E-5 --- --- --- --- --- ---
GO:0051239:regulation of 

multicellular organismal process 12 1,0 1.9E-4 --- --- --- --- --- ---

GO:0007623:circadian rhythm 14 1,2 2.0E-4 --- --- --- --- --- ---
GO:0048511:rhythmic process 14 1,2 2.4E-4 --- --- --- --- --- ---

GO:0042745:circadian 
sleep/wake cycle 7 0,6 5.5E-4 --- --- --- --- --- ---

GO:0030431:sleep 7 0,6 1.7E-3 --- --- --- --- --- ---
GO:0022410:circadian 

sleep/wake cycle process 6 0,5 2.9E-3 --- --- --- --- --- ---

GO:0045187:regulation of 
circadian sleep/wake cycle, 

sleep 
6 0,5 2.9E-3 --- --- --- --- --- ---

GO:0042752:regulation of 
circadian rhythm 6 0,5 2.9E-3 --- --- --- --- --- ---

GO:0042749:regulation of 
circadian sleep/wake cycle 6 0,5 2.9E-3 --- --- --- --- --- ---

GO:0050802:circadian 
sleep/wake cycle, sleep 6 0,5 2.9E-3 --- --- --- --- --- ---

GO:0007626:locomotory 
behavior 18 1,5 4.1E-3 --- --- --- --- --- ---

GO:0045475:locomotor rhythm 7 0,6 6.5E-3 --- --- --- --- --- ---

MODULO 7 GO Category Term Count % p-value Count % p-value Count % p-value

Biological 
Process

GO:0007186:G-protein coupled 
receptor protein signaling 

pathway 
51 4,2 8.2E-5 --- --- --- 19 8,7 2.8E-6 

Molecular 
Function

GO:0004871:signal transducer 
activity 94 7,8 9.6E-6 36 7,0 2.4E-2 20 9,2 1.3E-2 

GO:0060089:molecular 
transducer activity 94 7,8 9.6E-6 36 7,0 2.4E-2 20 9,2 1.3E-2 

GO:0004872:receptor activity 66 5,5 6.1E-4 --- --- --- 16 7,3 1.4E-2 
GO:0004888:transmembrane 

receptor activity 50 4,1 5.7E-3 --- --- --- 14 6,4 9.6E-3 

GO:0004930:G-protein coupled 
receptor activity 30 2,5 3.6E-2 --- --- --- 10 4,6 1.3E-2 

MODULO 8 GO Category Term Count % p-value Count % p-value Count % p-value
Molecular 
Function

GO:0015296:anion:cation 
symporter activity 10 0,8 2.2E-3 8 1,6 1.9E-4 --- --- ---

GO:0008507:sodium:iodide 
symporter activity 5 0,4 2.5E-3 5 1,0 8.8E-5 --- --- ---

GO:0015373:monovalent 
anion:sodium symporter activity 5 0,4 2.5E-3 5 1,0 8.8E-5 --- --- ---

MODULO 9 GO Category Term Count % p-value Count % p-value Count % p-value
Celular 

Component GO:0045202:synapse 15 1,2 9.6E-5 --- --- --- --- --- ---

GO:0045211:postsynaptic 
membrane 9 0,7 3.4E-3 --- --- --- --- --- ---

GO:0044456:synapse part 9 0,7 6.7E-3 --- --- --- --- --- ---

Molecular 
Function

GO:0015276:ligand-gated ion 
channel activity 16 1,3 5.3E-4 --- --- --- --- --- ---

GO:0022834:ligand-gated 
channel activity 16 1,3 5.3E-4 --- --- --- --- --- ---

GO:0005230:extracellular ligand-
gated ion channel activity 12 1,0 6.4E-3 --- --- --- --- --- ---

MODULO 10 GO Category Term Count % p-value Count % p-value Count % p-value
Molecular 
Function

GO:0015370:solute:sodium 
symporter activity 17 1,4 4.2E-5 11 2,1 5.2E-5 --- --- ---

GO:0015294:solute:cation 
symporter activity 18 1,5 8.7E-5 12 2,3 3.9E-5 --- --- ---

GO:0015291:secondary active 
transmembrane transporter 

activity 
29 2,4 5.4E-4 15 2,9 2.8E-3 8 3,7 1.7E-2 

GO:0015293:symporter activity 19 1,6 1.4E-3 12 2,3 6.5E-4 --- --- ---
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GO:0008509:anion 
transmembrane transporter 

activity 
17 1,4 1.9E-3 9 1,8 9.6E-3 --- --- ---

GO:0015296:anion:cation 
symporter activity 10 0,8 2.2E-3 8 1,6 1.9E-4 --- --- ---

GO:0022804:active 
transmembrane transporter 

activity 
44 3,6 4.6E-3 20 3,9 2.9E-2 --- --- ---

GO:0005326:neurotransmitter 
transporter activity 8 0,7 4.7E-3 --- --- --- --- --- ---

GO:0005328:neurotransmitter:s
odium symporter activity 7 0,6 9.2E-3 --- --- --- --- --- ---

Biological 
Process

GO:0006836:neurotransmitter 
transport 7 0,6 2.4E-2 --- --- --- --- --- ---

MODULO 11 GO Category Term Count % p-value Count % p-value Count % p-value
Biological 
Process GO:0022610:biological adhesion 41 3,4 1.3E-4 17 3.3 3.4E-2 --- --- ---

GO:0007155:cell adhesion 36 3,0 1.8E-3 16 3.1 4.7E-2 --- --- ---

MODULO 12 GO Category Term Count % p-value Count % p-value Count % p-value
Molecular 
Function

GO:0015926:glucosidase 
activity 8 0,7 4.7E-4 --- --- --- --- --- ---

GO:0004558:alpha-glucosidase 
activity 6 0,5 1.5E-3 --- --- --- --- --- ---

GO:0004553:hydrolase activity, 
hydrolyzing O-glycosyl 

compounds
18 1,5 2.0E-3 9 1,8 1.7E-2 --- --- ---

GO:0016798:hydrolase activity, 
acting on glycosyl bonds 18 1,5 3.3E-3 9 1,8 2.1E-2 --- --- ---

Celular 
Component

GO:0017177:alpha-glucosidase 
II complex 3 0,2 4.5E-2 --- --- --- --- --- ---

MODULO 13 GO Category Term Count % p-value Count % p-value Count % p-value
Molecular 
Function

GO:0008066:glutamate receptor 
activity 11 0,9 7.9E-4 --- --- --- --- --- ---

GO:0016917:GABA receptor 
activity 7 0,6 1.7E-3 --- --- --- --- --- ---

GO:0004965:GABA-B receptor 
activity 4 0,3 6.4E-3 --- --- --- --- --- ---
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COMPARISON PATTERNS 
%genes 

DE 
NºDE 
genes 

UP 
genes 

DOWN 
genes 

%genes 

DE 
NºDE 
genes 

UP 
genes 

DOWN 
genes 

%genes 

DE 
NºDE 
genes 

UP 
genes 

DOWN 
genes 

l(3)mbt vs. wt 6+7+8+9+10+11+12+13+14+15+16+17+18 37,7% 5252 1746 1528 57,5% 9624 3029 2238 51,5% 7904 2914 2219 
pins vs. wt 5+7+8+9+10+11+12+13+14+15+16+17+18 36,6% 5131 2081 1683 55,7% 9347 3129 2428 48,4% 7523 3479 2560 
l(2)gl vs. wt 4+7+8+9+10+11+12+13+14+15+16+17+18 37,5% 5255 2482 1792 55,3% 9292 4041 3440 49% 7584 3262 2457 
brat vs. wt 1+7+8+9+10+11+12+13+14+15+16+17+18 35,6% 5049 2255 1816 55% 9264 4137 3332 48.9% 7536 3612 2492 
mira vs. wt 2+7+8+9+10+11+12+13+14+15+16+17+18 35,5% 5037 2566 1923 55,7% 9366 4230 3349 48,4% 7504 3473 2474 
pros vs. wt 3+7+8+9+10+11+12+13+14+15+16+17+18 45,4% 6219 3115 2702 55,2% 9312 3944 3369 49,9% 7704 3507 2352 
l(3)mbt vs. pros 3+6+8+9+11+12+13+15+16+18 31% 4170 2172 1721 42,6% 7299 2959 2520 26,3% 3908 1420 1516 
l(3)mbt vs. mira 2+6+9+10+11+12+13+15+16+17+18 20% 4329 1720 1796 44,1% 7521 2973 2528 25,1% 3904 1438 1486 
l(3)mbt vs. brat 1+6+9+11+12+13+15+16+18 20,1% 2886 1337 1131 42% 7210 2887 2517 24,1% 3741 1508 1391 
l(3)mbt vs. 
l(2)gl 4+6+9+11+12+13+15+16+18 22% 3092 1236 1391 42,3% 7238 1543 1328 24,2% 3788 1503 1319 

l(3)mbt vs. pins 5+6+9+11+12+13+14+16+18 17,7% 2655 1217 1090 22,9% 3523 1494 1200 24,1% 3782 1581 1415 
pins vs. pros 3+5+8+11+12+14+15+16+17+18 32,8% 4333 1924 1921 36,1% 6239 2308 2032 15% 1135 305 599 
pins vs. mira 2+5+10+12+13+14+15+16+17 20,2% 2857 1013 1138 32,7% 5675 2128 1716 10,2% 1568 486 757 
pins vs. brat 1+5+13+14+15+16+17+18 10,3% 1414 583 628 34,7% 6047 2236 1929 11% 1765 573 771 
pins vs. l(2)gl 4+5+13+14+15+16+17+18 12,2% 1620 514 858 35% 6075 2383 2083 11,1% 1134 353 546 
l(2)gl vs. pros 3+4+8+11+12+13+17 27,8% 3680 1825 1388 7,3% 1161 427 382 11,2% 1758 472 898 
l(2)gl vs. mira 2+4+10+12+13+17+18 16,8% 2426 1020 745 16,1% 2101 1108 642 12,4% 1982 840 833 
l(2)gl vs. brat 1+4+13 5,3% 761 521 156 5,9% 969 566 241 7,2% 1187 574 470 
brat vs. pros 1+3+8+11+12+13+17 25,9% 3474 1564 1304 7% 1133 301 636 10,9% 1710 424 934 
brat vs. mira 1+2+10+12+13+17+18 14,9% 2220 724 759 12,8% 2073 892 707 11,4% 1935 700 865 
mira vs. pros 2+3+8+10+11+12+13+18 16,6% 2118 1092 632 13,7% 2190 725 1187 14,9% 2317 835 1157 
Anexo III: Comparaciones individuales de cada uno de los tumores respecto al control y resto. En las columnas se indican los patrones 
comparados, el porcentaje de genes DE, número de genes DE y genes sobre y sub-expresados para cada uno de los tiempos.  
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Gene
pros17 vs. 

wt_inj
mirazz176 vs. 

wt_inj
l(2)gl4 vs. 

wt_inj
bratk06028 vs. 

wt_inj
rapsp89/p62 

vs. wt_inj
l(3)mbtts1 

vs. wt_inj
cg10382-pa -8,910 -7,238 -5,680 -7,705 -7,798 -3,387
singed -4,559 -1,908 -2,080 -2,522 -1,062 -1,198
pebbled -3,997 -2,315 1,545 -1,329 1,413 1,300
drep3 -4,747 3,211 2,667 2,328 -1,131 1,034
cubitus interruptus -5,125 -8,352 -3,451 -4,140 -6,130 1,017
plexin b -10,732 -4,280 -2,619 -2,638 -1,014 -1,084
matrix metalloproteinase 1 -2,858 -2,708 -2,885 -2,176 -2,591 -1,664
fringe -15,631 -9,161 -9,306 -7,975 -30,773 -1,621
eyes absent -17,811 -15,442 1,401 1,879 1,908 2,386
odorant-binding protein 99d -1,714 -1,324 -1,903 -1,576 -1,612 2,646
protein phosphatase phlpp-like 
protein 2,232 2,233 3,017 2,065 1,915 4,549

odorant-binding protein 99b -3,243 -4,234 -6,559 -4,882 -6,847 -1,020
smooth -12,074 -3,439 -2,943 -3,209 -1,080 -1,578
amyloid protein precursor-like -61,664 -14,547 -2,678 -5,270 -1,538 -1,979
fat -5,255 -9,799 -4,992 -1,547 -3,215 1,860
fasciclin 1 -6,878 -6,053 -2,247 -3,109 -3,341 1,292
female sterile (1) yb 4,312 3,325 2,819 11,331 1,004 16,522
gliotactin -4,432 -4,849 -10,788 -9,917 -9,049 -1,478
CG16857-RA -4,180 -6,667 -2,666 -7,103 -2,132 -1,061
derailed -2,782 -5,167 -1,351 -1,578 1,209 -1,037
ras-related protein rac2 -2,916 -3,263 -3,025 -2,604 -1,681 -1,193
apterous -18,465 -10,024 -2,170 -1,682 -5,702 -1,632
cg18389-pa -7,548 -3,946 -2,436 -1,989 -3,383 -2,158
twin of m4 -9,221 -6,848 -5,854 -8,033 -9,384 1,527
boule -7,432 -2,954 -1,690 -2,137 -1,919 -1,410
failed axon connections -4,393 -2,958 -1,736 -1,492 -1,368 -1,543
cg33991-pd, isoform d -4,303 -3,999 -4,542 -3,284 -3,809 -1,403
g protein 49b -3,241 -1,843 -1,098 1,574 -1,093 -1,553
reaper -3,709 -5,090 -1,553 -2,218 1,163 7,636
cg10699-pa, isoform a -34,466 -14,118 -6,890 -8,558 -3,486 -1,171
leonardo protein -37,801 -7,628 -3,603 -3,515 -2,064 -1,724
enhancer of bithorax -3,872 -2,023 -1,711 -1,545 -1,485 -1,339
tailup -38,455 -2,741 -8,235 -14,207 -6,368 -3,183
reversed polarity -23,218 -20,194 -11,483 -37,550 -82,536 -6,410
e(spl) region transcript m7 -4,560 -1,909 -2,165 -6,519 -2,511 1,090
camp-dependent protein kinase 
r2 -8,197 -5,220 -4,205 -3,278 -2,887 -1,564

golden goal -5,624 -2,456 -2,244 -2,607 -1,372 -1,736
single-minded -13,549 -15,054 -12,320 -17,192 -24,145 -1,950
cg5423-pa -3,496 -4,627 -3,803 -8,074 -2,471 -2,278
knirps-like -3,943 -1,968 -2,003 -1,648 -1,329 -1,208
cytochrome c distal 1,025 -1,204 1,185 -1,346 -1,045 2,821
cg8277-pa -2,570 -1,635 -2,331 -1,648 -1,703 1,167
crinkled -1,583 -1,444 -3,000 1,046 -3,946 1,454
ecdysone-induced protein 63f1 -5,960 -6,297 -4,969 -7,823 -7,013 -2,750
broad -11,427 -9,670 -4,254 -4,193 -1,618 -6,244
scylla -3,156 -1,063 1,092 1,035 1,357 1,229
ovo -10,217 -4,684 -2,325 -2,099 -1,781 1,229
anterior open -4,282 -3,743 -2,744 -1,992 -2,378 1,092
g protein -subunit 13f -2,766 -1,860 -1,249 -1,429 -1,129 -1,259
engrailed -12,719 -5,227 -4,346 -2,421 -1,725 -1,041

GO:0030154:cell differentiation
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death associated molecule 
related to mch2 1,129 1,116 1,189 2,533 -1,159 20,925

charybde -4,634 -1,722 -1,221 -1,303 -1,273 -1,478
charlatan -7,389 -4,908 -6,189 -4,929 -3,848 1,014
bicaudal -2,408 -2,351 -2,088 -1,650 -1,585 -1,028
glutamic acid decarboxylase 1 -165,984 -247,386 -43,370 -231,951 -262,809 -8,703
discs large 1 1,014 1,060 2,558 2,071 -1,197 4,688
don juan -3,094 -1,384 -2,435 -1,691 -1,064 1,354
hamlet -5,488 -9,193 1,682 2,088 1,291 -1,307
pten3 -3,025 -1,498 -1,292 -1,301 1,108 -1,359
rugose -9,044 -3,140 -1,587 -2,589 -1,648 -1,382
crumbs -3,965 -1,997 -2,290 -1,245 -3,625 2,317
cg1975-pa -33,615 -10,305 -8,978 -6,110 -3,047 -2,026
kuzbanian -3,865 -1,888 -1,580 -1,884 -1,213 -2,126
zn finger homeodomain 1 -9,649 -1,724 -2,350 -2,295 -1,542 -1,304
empty spiracles -3,511 -5,318 -4,557 -3,240 -1,906 1,400
e(spl) region transcript m4 -29,503 -27,553 -35,744 -34,163 -23,898 -1,194
cg6312-pa -3,643 -5,285 -4,459 -3,178 -9,540 -1,156
shibire -3,235 -3,977 -1,301 -1,061 1,166 -1,382
rasputin -3,094 -1,520 1,233 1,552 1,389 2,069
eyeless -9,891 -2,298 -2,539 -5,991 -3,612 -3,258
wings up a -8,003 -4,933 -2,322 -2,228 -1,906 1,781
male-specific rna 84dc -2,066 -1,149 -1,463 -1,086 1,303 1,372
headcase -5,469 -2,899 -2,184 -1,876 -1,190 -1,225
benign gonial cell neoplasm 5,196 1,838 6,059 5,253 1,234 32,319
kruppel -11,461 -3,758 -3,727 -2,115 -1,355 -1,651
enhancer of split -2,936 -2,207 -2,794 -5,443 -2,941 -1,100
beaten path ib -25,511 -11,621 -5,266 -7,940 -5,514 -7,364
pointed -8,387 -8,552 3,014 2,700 2,894 -1,303
cg33336-pa, isoform a 2,264 3,268 4,512 2,343 1,592 7,407
CG7588 -6,042 -1,917 -2,614 -1,895 -2,083 -2,431
short gastrulation -5,456 -5,402 -3,509 -3,236 -1,827 2,213
sickle -1,852 -2,430 -1,602 -2,319 1,546 1,644
upheld -6,587 -3,846 -3,278 -4,223 -1,779 -1,616
fork head -13,576 -8,812 -9,197 -6,323 -5,294 -1,931
myosin binding subunit -4,006 -3,258 -1,597 -1,431 -1,429 -1,074
sex comb on midleg -1,062 1,116 -1,317 -1,857 -1,947 3,512
shaggy -2,735 -2,664 -1,141 -1,168 -1,258 1,117
scratch -42,481 -9,305 -5,336 -7,846 -1,977 -3,326
pipe -2,162 -1,239 1,344 -1,092 1,204 1,069
minibrain -1,751 1,290 2,319 1,444 2,881 1,555
araucan -7,422 -3,891 -3,478 2,058 -2,877 -1,968
jelly belly -18,696 -7,185 -4,157 -2,590 -1,942 -2,765
zero population growth -3,722 -2,208 -2,789 -1,621 -6,910 3,154
abnormal chemosensory jump 6 -6,036 -1,722 -2,717 -2,329 -1,382 1,712
glial cells missing -24,742 -23,222 -4,522 -14,734 -8,564 -3,084
cg18375-pa, isoform a -2,526 -2,218 1,764 2,463 3,264 1,540
frizzled -21,711 -5,025 -3,304 -4,081 -2,086 -1,913
cg7660-pb, isoform b -1,530 -1,259 -2,443 -1,291 -10,536 6,356
g protein 1 #N/A #N/A #N/A #N/A #N/A #N/A
beaten path ia -24,767 -5,654 -3,612 -8,628 -1,399 -2,641
egghead #N/A #N/A #N/A #N/A #N/A #N/A
cg5014-pc, isoform c -1,662 -1,015 1,551 1,706 1,595 1,234
syndecan -4,531 -3,252 -2,349 -2,099 -1,614 -1,474
homothorax -40,087 -2,399 -1,510 -1,073 1,178 1,314
midline fasciclin -6,504 -22,166 -14,097 -28,898 -19,802 -1,698
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nemo 1,293 1,537 -1,039 1,065 1,234 2,967
camp-dependent protein kinase 
1 -3,459 -2,368 -1,889 -1,539 -1,687 -1,527

kelch -13,239 -8,302 -5,587 -4,466 -3,731 -1,924
mastermind -14,688 -5,666 -3,941 -3,618 -2,138 -2,538
netrin receptor unc-5 precursor -6,003 -7,681 -4,554 -3,601 -3,269 -1,892
roughened -2,545 -1,859 -1,134 -1,057 -1,043 1,107
bangles and beads -11,145 -10,055 -5,977 -5,364 -5,271 -2,016
inflated -8,770 -9,168 -1,653 1,077 1,120 -1,041
cg7863-pa -1,276 -1,041 1,519 1,264 2,605 1,924
g protein o 47a -15,763 -6,874 -3,817 -2,524 -1,810 -2,269
wingless -8,050 -4,974 -4,561 -5,108 -2,666 1,418
cg18350-pj, isoform j -2,316 -1,451 -1,352 -1,036 -1,108 -1,027
moesin -3,969 -3,812 -1,989 -1,854 -2,196 -1,406
echinus -11,730 -3,276 -3,318 -2,388 -1,040 1,256
lozenge -12,129 -8,151 -1,591 -4,088 -1,198 -2,467
dachshund -28,736 -16,213 -4,904 -3,831 -1,137 -9,778
beaten path ic -5,324 -2,743 -2,231 -2,361 -2,421 -2,200
grim -3,095 -2,928 -1,933 -1,931 -1,217 1,399
short stop -3,353 -2,024 -1,398 -1,691 -1,047 -1,083
CG1776 -6,021 -2,435 -4,372 -1,967 -2,153 -1,831
kin of irre -5,620 -3,076 -1,908 -2,591 1,144 -1,337
outstretched -24,706 -27,967 -14,974 -23,711 -20,727 3,145
cg12218-pa -3,440 -2,680 1,165 1,186 1,056 -1,136
CG6203-RA -3,666 -3,071 -1,398 -1,105 -1,366 -1,094
nervous fingers 1 -14,175 -2,378 -1,932 -1,919 -1,112 -1,325
modifier of mdg4 #N/A #N/A #N/A #N/A #N/A #N/A
delta 1,265 2,262 1,789 2,300 2,766 4,449
vein 1,477 3,407 4,130 2,813 4,582 3,040
CG18405-RA -10,016 -4,145 -3,603 -4,175 -3,348 -3,771
serrate -3,309 -5,194 -2,756 -3,486 -3,965 -1,629
dilute class unconventional 
myosin -1,751 -1,758 -1,137 1,126 -1,055 1,073

cg18214-pc, isoform c -7,375 -3,211 -3,189 -3,423 -1,589 -2,413
klingon -54,786 -1,654 -4,482 -10,024 -1,901 -2,149
ecdysone-induced protein 75b #N/A #N/A #N/A #N/A #N/A #N/A
myosin heavy chain -5,637 -4,076 -2,328 -3,420 -3,421 -1,001
rhomboid -7,696 -4,094 -2,926 -4,969 -2,674 -1,854
prospero -123,541 -2,268 -1,472 -1,393 -1,330 -2,145
ninjurin a -8,292 -6,686 -6,480 -6,324 -8,572 1,315
ecdysone-induced protein 74ef #N/A #N/A #N/A #N/A #N/A #N/A
mirror #N/A #N/A #N/A #N/A #N/A #N/A
cg33960-pa -1,930 -1,594 -1,407 -1,820 -1,048 -1,019
cg15630-pa -4,575 -2,850 -2,603 -2,740 -3,608 -2,001
tbp-associated factor 6-like 1,053 -1,408 -1,052 1,781 -1,835 3,204
tincar -2,806 -2,565 -3,387 -3,812 -1,281 1,628
shaven -3,754 -2,151 2,030 -2,609 1,411 -2,044
barh1 -9,882 4,001 -2,649 -7,436 -1,545 -6,032
thickveins 1,204 1,220 1,062 1,196 1,017 2,097
la related protein -2,599 -1,734 -1,169 -1,011 -1,157 1,001
tropomyosin 1 -2,768 -3,130 -1,289 -1,297 -1,459 1,111
synaptotagmin -91,481 -19,757 -9,873 -17,796 -3,707 -2,793
Myofilin -4,516 -3,490 -3,854 -3,242 -2,376 -1,321
embryonic lethal, abnormal 
vision -4,834 -2,529 -1,373 -2,325 -1,092 -1,435

bearded -7,750 -6,474 -5,168 -6,632 -4,079 2,078
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leak -11,905 -9,886 -1,093 -1,396 1,505 -1,331
netrin-b -18,675 -5,068 -3,551 -3,904 -2,080 -1,589
misexpression suppressor of ksr 
2 -5,060 -5,848 -3,424 -5,084 -3,587 -2,592

dynein heavy chain 64c 1,511 3,318 3,237 1,607 1,552 5,637
flightin -2,051 -3,140 -2,471 -3,165 -2,523 -1,197
neuroglian -2,962 -3,340 -2,792 -3,823 -2,184 -1,179
hephaestus -1,924 -1,950 1,319 1,318 1,351 1,290
leukocyte-antigen-related-like -4,211 -5,618 -3,298 -2,273 -1,833 -2,593
hibris -29,729 -11,133 -4,280 -1,275 -1,846 1,200
dnedd4 -2,280 -2,449 -1,687 -1,493 -1,153 -1,212
down syndrome cell adhesion 
molecule -2,574 -2,449 -1,157 -1,156 -1,105 1,051

abdominal a -2,801 -1,312 -2,178 -1,544 -1,156 1,337
still life -34,608 -7,176 1,063 -1,738 -1,453 -2,530
extra-extra -5,166 -3,016 -2,451 -1,952 -2,494 -1,239
neuromancer2 -30,438 -6,239 -2,048 1,450 -1,299 -1,346
re10888p -8,270 -5,958 -3,860 -5,637 -1,623 -3,696
cut -68,628 -14,779 -10,660 -10,439 -3,586 -3,254
torso 1,396 -1,634 -1,453 2,020 -2,354 7,092
cg8250-pa -77,818 -24,030 -9,491 -13,348 -2,835 -2,217
Heparan sulfate 3-O 
sulfotransferase-B -13,124 -5,385 -6,740 -12,774 -1,796 -4,815

multiple ankyrin repeats single 
kh domain -2,983 -2,446 -1,189 -1,121 1,014 1,188

dakt1 serine-threonine protein k -1,886 -1,063 1,063 -1,045 1,117 -1,103
pipsqueak -2,893 -2,257 -2,002 -1,868 -2,226 -1,364
toll -25,650 -19,469 -16,443 -12,104 -5,064 -3,340
knot -26,659 -28,750 -8,470 -7,490 -25,824 -2,038
nubbin -6,173 -4,745 -3,847 -5,928 -3,838 -1,094
semaphorin 5c -6,062 -5,980 -5,068 -2,420 -16,706 -1,611
e(spl) region transcript m5 -25,497 -34,437 -63,754 -44,018 -55,250 -2,468
matotopetli 11,928 3,965 10,174 21,264 1,964 42,061
easter 1,117 -1,791 1,179 -1,440 -2,836 5,261
connectin -32,526 -5,953 -2,769 -2,668 1,003 -3,188
muscle lim protein at 84b -3,714 -3,322 -3,208 -4,154 -2,876 -1,618
clathrin heavy chain -2,865 -3,349 -2,641 -2,294 -2,256 -1,499
barh2 -18,409 4,221 -1,725 -3,465 -1,446 -2,126
fasciclin 2 -21,703 -10,508 -2,089 -7,453 -5,851 -4,456
cg33950-pb, isoform b -6,596 -8,845 -3,739 -4,380 -7,004 -4,042
wrinkled -2,690 -2,032 -1,044 -1,471 -3,104 3,711
optix -44,721 -3,789 2,857 4,058 4,161 -19,421
cg7462-pc, isoform c -14,477 -1,962 -2,789 -4,106 -1,516 -5,025
wishful thinking -14,629 -6,093 -6,411 -10,692 -2,233 -4,615
basigin -3,748 -2,112 1,501 1,418 1,238 1,060
calcium/calmodulin-dependent 
protein kinase ii -4,785 -2,739 -1,439 -1,052 1,408 -1,420

multiple edematous wings -5,541 -5,690 -3,192 -3,286 -3,290 -1,266
cacophony -6,881 -4,160 -1,171 -1,160 -1,329 1,102
dachsous -18,426 -14,771 -7,172 -11,337 -8,875 1,398
hemese -8,891 -2,097 -1,297 -3,154 -3,026 -1,857
d-ptx1 -6,376 -4,895 -5,286 -4,037 -3,507 -2,020
cg3871-pa, isoform a -2,839 -1,055 38,615 26,704 29,680 -1,494
CG2082 1,338 1,260 1,613 1,104 -1,547 3,791
longitudinals lacking 1,586 1,164 1,344 1,312 1,505 1,060
chiffon 1,253 1,447 2,635 1,792 2,372 1,983
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muscleblind -3,245 -2,435 1,165 1,240 -1,044 1,450
bendless -3,557 -1,950 -1,046 1,008 -1,003 1,080
piwi 1,314 1,099 1,262 1,145 -2,311 10,740
knockout -10,786 -8,082 -4,329 -2,250 -14,422 1,092
dystroglycan -12,740 -5,645 -4,029 -3,398 -1,782 -2,517
sine oculis -11,173 -11,392 1,111 1,851 2,163 -1,789
actin 5c -2,690 -2,876 -2,930 -1,779 -2,223 -1,086

GO:0048477:oogenesis

Gene
pros17 vs. 

wt_inj
mirazz176 vs. 

wt_inj
l(2)gl4 vs. 

wt_inj
bratk06028 vs. 

wt_inj
rapsp89/p62 

vs. wt_inj
l(3)mbtts1 

vs. wt_inj
singed -4,559 -1,908 -2,080 -2,522 -1,062 -1,198
shaggy -17,123 -5,880 -2,890 -3,944 -1,465 -2,315
cubitus interruptus -5,125 -8,352 -3,451 -4,140 -6,130 1,017
fringe -15,631 -9,161 -9,306 -7,975 -30,773 -1,621
eyes absent -17,811 -15,442 1,401 1,879 1,908 2,386
ras-related protein rac2 -2,916 -3,263 -3,025 -2,604 -1,681 -1,193
dunce -11,998 -4,721 -3,778 -4,156 -1,955 -4,071
reaper -3,709 -5,090 -1,553 -2,218 1,163 7,636
reaper -3,709 -5,090 -1,553 -2,218 1,163 7,636
leonardo protein -37,801 -7,628 -3,603 -3,515 -2,064 -1,724
reversed polarity -23,218 -20,194 -11,483 -37,550 -82,536 -6,410
cg18350-pj, isoform j -68,221 -9,639 -1,205 -5,782 1,553 -1,869
stand still 2,433 1,723 1,942 2,124 -1,804 17,114
ovo -10,217 -4,684 -2,325 -2,099 -1,781 1,229
anterior open -4,282 -3,743 -2,744 -1,992 -2,378 1,092
bicaudal -2,408 -2,351 -2,088 -1,650 -1,585 -1,028
discs large 1 1,014 1,060 2,558 2,071 -1,197 4,688
benign gonial cell neoplasm 5,196 1,838 6,059 5,253 1,234 32,319
pointed -8,387 -8,552 3,014 2,700 2,894 -1,303
short gastrulation -5,456 -5,402 -3,509 -3,236 -1,827 2,213
myosin binding subunit -4,006 -3,258 -1,597 -1,431 -1,429 -1,074
sex comb on midleg -1,062 1,116 -1,317 -1,857 -1,947 3,512
pipe -2,162 -1,239 1,344 -1,092 1,204 1,069
cg7660-pb, isoform b -1,530 -1,259 -2,443 -1,291 -10,536 6,356
axin -1,680 -2,491 -1,978 -2,403 -2,016 -1,175
tetracycline resistance -3,165 1,400 1,113 1,050 1,315 1,553
camp-dependent protein kinase 
1 -3,459 -2,368 -1,889 -1,539 -1,687 -1,527

kelch -13,239 -8,302 -5,587 -4,466 -3,731 -1,924
lambik -1,663 -1,627 -1,766 -1,901 -1,472 1,092
roughened -2,545 -1,859 -1,134 -1,057 -1,043 1,107
wingless -8,050 -4,974 -4,561 -5,108 -2,666 1,418
moesin -3,969 -3,812 -1,989 -1,854 -2,196 -1,406
lozenge -12,129 -8,151 -1,591 -4,088 -1,198 -2,467
grim -3,095 -2,928 -1,933 -1,931 -1,217 1,399
outstretched -24,706 -27,967 -14,974 -23,711 -20,727 3,145
big brain 1,782 -1,146 -3,087 -3,954 -2,023 -1,120
cg31317-pb, isoform b -27,140 -32,144 -17,709 -33,236 -11,367 -9,062
modifier of mdg4 #N/A #N/A #N/A #N/A #N/A #N/A
delta 1,265 2,262 1,789 2,300 2,766 4,449
vein 1,477 3,407 4,130 2,813 4,582 3,040
egghead #N/A #N/A #N/A #N/A #N/A #N/A
dilute class unconventional 
myosin -1,751 -1,758 -1,137 1,126 -1,055 1,073

rhomboid -7,696 -4,094 -2,926 -4,969 -2,674 -1,854
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ecdysone-induced protein 74ef #N/A #N/A #N/A #N/A #N/A #N/A
mirror #N/A #N/A #N/A #N/A #N/A #N/A
broad -3,546 -3,517 -1,541 -1,504 -1,227 -1,523
thickveins 1,204 1,220 1,062 1,196 1,017 2,097
tropomyosin 1 -2,768 -3,130 -1,289 -1,297 -1,459 1,111
synaptotagmin -91,481 -19,757 -9,873 -17,796 -3,707 -2,793
krimper 1,386 -1,247 3,913 1,661 -1,884 18,178
dynein heavy chain 64c 1,511 3,318 3,237 1,607 1,552 5,637
leukocyte-antigen-related-like -4,211 -5,618 -3,298 -2,273 -1,833 -2,593
shade -1,550 1,395 1,399 1,028 1,164 1,158
cut -68,628 -14,779 -10,660 -10,439 -3,586 -3,254
torso 1,396 -1,634 -1,453 2,020 -2,354 7,092
pipsqueak -2,893 -2,257 -2,002 -1,868 -2,226 -1,364
easter 1,117 -1,791 1,179 -1,440 -2,836 5,261
wrinkled -2,690 -2,032 -1,044 -1,471 -3,104 3,711
ecdysone-induced protein 75b -7,049 -3,488 -2,643 -1,941 -1,006 -1,364
chiffon 1,253 1,447 2,635 1,792 2,372 1,983
chromosomal serine/threonine-
protein kinase jil-1 -5,236 -3,665 -2,904 -2,533 -1,839 -1,484

piwi 1,314 1,099 1,262 1,145 -2,311 10,740
piwi 1,314 1,099 1,262 1,145 -2,311 10,740
dystroglycan -12,740 -5,645 -4,029 -3,398 -1,782 -2,517
fasciclin 3 1,046 -3,254 -8,430 -5,129 -5,374 -2,250

Gene
pros17 vs. 

wt_inj
mirazz176 vs. 

wt_inj
l(2)gl4 vs. 

wt_inj
bratk06028 vs. 

wt_inj
rapsp89/p62 

vs. wt_inj
l(3)mbtts1 

vs. wt_inj
pebbled -3,997 -2,315 1,545 -1,329 1,413 1,300
fat -5,255 -9,799 -4,992 -1,547 -3,215 1,860
caupolican -5,412 -3,479 -3,637 -4,527 -5,804 -2,024
bitesize 1,226 1,241 -2,510 1,172 -4,756 3,550
twin of m4 -9,221 -6,848 -5,854 -8,033 -9,384 1,527
discs large 1 1,014 1,060 2,558 2,071 -1,197 4,688
crumbs -3,965 -1,997 -2,290 -1,245 -3,625 2,317
rasputin -3,094 -1,520 1,233 1,552 1,389 2,069
araucan -7,422 -3,891 -3,478 2,058 -2,877 -1,968
frizzled -21,711 -5,025 -3,304 -4,081 -2,086 -1,913
stardust #N/A #N/A #N/A #N/A #N/A #N/A
nemo 1,293 1,537 -1,039 1,065 1,234 2,967
g protein o 47a -15,763 -6,874 -3,817 -2,524 -1,810 -2,269
wingless -8,050 -4,974 -4,561 -5,108 -2,666 1,418
delta 1,265 2,262 1,789 2,300 2,766 4,449
mirror #N/A #N/A #N/A #N/A #N/A #N/A
roadkill -3,346 -2,611 -1,351 -1,188 -1,263 -1,386
scribbled -1,114 5,845 -1,647 1,092 2,363 1,350
dachsous -18,426 -14,771 -7,172 -11,337 -8,875 1,398

GO:0006281:DNA repair

Gene
pros17 vs. 

wt_inj
mirazz176 vs. 

wt_inj
l(2)gl4 vs. 

wt_inj
bratk06028 vs. 

wt_inj
rapsp89/p62 

vs. wt_inj
l(3)mbtts1 

vs. wt_inj
CG3945-RA 2,965 2,582 2,157 2,005 1,485 1,309
CG7246-RA 4,724 3,793 1,940 2,676 2,789 1,323
meiotic 9 2,287 1,915 1,979 1,423 1,841 1,101
flap endonuclease 1 2,908 1,987 1,774 1,616 1,994 1,650
cg9601-pa 1,771 1,648 1,653 1,485 1,582 1,160

GO:0001738:morphogenesis of an polarized epithelium
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Ku80 3,822 3,274 2,612 2,918 1,914 2,014
CG11403-RA 3,720 2,136 2,042 1,695 2,909 1,396
tyrosyl-dna phosophodiesterase 
1 3,804 3,750 6,531 3,370 1,732 1,445

CG10694-RA 5,827 4,352 2,246 1,438 1,380 1,470
cg2525-pa 5,629 3,916 4,759 4,094 4,163 1,604
xeroderma pigmentosum d 2,419 1,860 1,395 1,736 1,791 1,506
cg2412-pa 2,793 2,865 1,707 1,887 1,721 1,234
xpg-like endonuclease 2,977 2,028 1,594 1,754 1,690 1,554
spindle b 4,197 3,234 2,366 4,135 2,516 1,737
g/t mismatch-specific thymine 
dna glycosylase 2,307 2,174 2,272 2,740 1,685 1,231

cg2990-pb, isoform b 12,355 5,711 8,210 8,863 6,081 1,819
mutagen-sensitive 205 4,182 4,812 3,434 3,666 2,253 1,766
radiation-resistant 2,660 2,619 1,533 1,588 1,491 1,335
dna polymerase 180kd 5,537 4,205 3,654 4,345 4,457 1,695

replication factor c 38kd subunit 2,576 2,327 2,044 2,105 2,314 1,215

meiotic w68 3,986 2,262 1,442 1,569 1,579 1,423
lodestar 5,483 4,389 2,881 4,620 3,385 2,522
(6-4)-photolyase 5,291 5,079 1,112 2,781 1,472 2,386
mutagen-sensitive 308 3,460 3,330 1,765 1,644 1,466 1,711
drev1 2,081 1,911 1,898 1,820 1,717 1,305
dna polymerase delta small 
subunit 2,480 2,468 1,737 1,843 1,051 1,069

meiotic 41 3,506 2,151 1,404 2,254 1,617 1,087
cg7602-pb, isoform b 8,196 7,965 3,502 3,196 4,231 2,199
mutagen-sensitive 309 2,716 2,728 2,148 2,608 2,098 1,336
CG10898-RA 3,546 3,122 2,199 1,547 1,316 1,743
mutagen-sensitive 304 2,779 2,020 1,679 1,977 1,486 1,351
cg6318-pa 6,534 3,935 3,334 2,460 2,873 1,686
inverted repeat-binding protein 3,982 3,465 2,998 3,097 2,358 1,536
spindle a 3,485 2,660 1,777 3,263 1,532 1,451
ligase4 4,644 5,560 3,955 3,465 2,709 1,505
dna-polymerase- 4,527 3,096 3,110 3,058 2,236 1,848

GO:0006508:proteolysis

Gene
pros17 vs. 

wt_inj
mirazz176 vs. 

wt_inj
l(2)gl4 vs. 

wt_inj
bratk06028 vs. 

wt_inj
rapsp89/p62 

vs. wt_inj
l(3)mbtts1 

vs. wt_inj
cg1299-pa -2,777 -7,669 -7,610 -10,553 -11,973 -4,542
CG8564-RA 4,569 3,282 1,830 2,044 1,778 1,264
cg9505-pa 9,645 2,185 1,025 1,438 1,160 -1,315
slamdance -8,285 -7,382 -18,812 -27,319 -36,502 -3,508
cg31200-pa 5,483 2,163 1,213 1,017 -1,618 -1,310
cg15046-pa 2,556 1,864 1,230 1,542 1,215 -1,023
CG5849-RA 3,153 -1,035 1,027 -1,297 -1,766 -1,614
cg30002-pa -2,017 -2,919 -4,086 -2,179 -4,743 -4,178
CG5188-RA 3,203 2,833 1,623 1,544 1,332 1,600
cg15769-pa 2,809 1,567 1,559 1,784 1,563 1,206
CG8586-RA 2,450 -1,378 -2,498 -2,331 -3,230 -3,079
cg32271-pa 1,822 1,134 1,111 1,144 1,053 -1,048
cg3650-pa 2,059 1,926 1,311 1,508 1,260 1,046
CG14780-RA 3,517 2,161 1,546 1,600 1,803 1,374
cg33329-pb 1,570 -1,062 -1,559 -1,266 -1,586 -1,798
serine proteinase -12,392 -36,356 -38,376 -64,274 -118,909 -36,720
CG8358-RA 3,838 1,929 -1,548 -1,042 -1,695 4,112
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CG11552-RA 2,100 1,574 1,056 1,192 1,361 1,123
CG4408-RA -2,276 -2,976 -6,695 -3,389 -8,261 -7,893
ocelliless 1,666 2,059 -7,892 -7,521 -3,691 -2,595
CG8329-RA 2,648 1,610 1,347 1,508 1,203 1,027
CG7649-RB 7,823 2,370 1,384 2,724 2,688 -1,085
scattered 2,124 2,434 1,155 1,479 1,238 1,064
cg14526-pa -1,095 -1,876 -4,605 -1,902 -7,701 -4,423
neprilysin 4 -2,224 -3,711 -5,988 -5,617 -7,008 -8,442
cg32379-pa 4,367 2,651 2,184 2,613 2,779 2,025
CG8738-RA 1,996 1,093 -1,821 -1,546 -1,829 -1,749
CG33161-RB 2,444 2,115 1,576 1,295 1,292 1,114
cg32351-pa 3,912 1,879 1,451 2,166 1,601 1,516
CG17988-RB 2,587 1,667 1,232 1,375 1,244 1,284
cg6154-pa, isoform a 1,082 -1,330 -1,998 -1,630 -1,667 -1,410
gastrulation-defective 14,958 11,838 8,700 7,793 7,284 5,180
cg31821-pa 11,266 1,227 -1,094 1,007 -1,387 1,025
aspartyl -hydroxylase 1,137 -1,380 -3,037 -3,007 -3,037 2,207
cg9649-pa 1,380 -2,461 -3,127 -2,801 -4,643 -4,326
cg10469-pa 5,040 4,237 1,506 1,218 1,465 -1,010
cg4723-pa 1,553 1,039 -1,832 -1,640 -1,397 -1,675
cg9508-pa 9,057 3,277 -1,269 2,552 -1,457 1,001
cg30414-pa 13,399 6,145 2,162 2,029 1,558 3,307
CG7791-RA 2,570 2,311 1,547 1,654 1,635 1,344
CG3810-RC 3,177 1,495 1,419 -1,663 1,379 -1,375
CG3344-RA 5,087 3,376 2,920 1,732 1,051 1,515
CG9631-RA 4,300 1,343 -1,281 -1,087 -1,559 -2,020
cg14892-pa 2,142 1,596 1,153 1,487 1,239 1,109
cg9507-pa 3,301 2,480 2,058 2,080 1,897 1,336
cg3795-pa 2,539 1,765 1,561 1,746 1,568 1,236
CG40470-RA 2,923 1,820 1,089 -1,352 -1,084 -1,006
CG14529-RA 5,244 2,355 1,390 1,953 1,152 1,417
cg16869-pa 2,198 1,546 1,102 1,475 1,268 1,114
cg31199-pa 7,427 1,239 1,093 -1,117 -2,186 -1,930
cg9780-pa, isoform a 2,136 -1,119 -1,640 -1,190 -1,956 -2,173
cg18341-pa 2,011 1,256 1,283 1,170 1,193 -1,152
CG5976-RB 2,721 1,990 -1,319 1,148 -1,290 1,141
cg32155-pa 3,858 3,194 2,486 2,383 1,880 2,033
cg32808-pa 2,317 1,960 -1,450 -1,729 -1,524 -1,581
CG31954-RA 2,372 1,677 1,175 1,407 1,474 -1,020
trypsin -4,773 -1,500 -11,235 -6,351 -13,721 2,070
pelle 3,228 2,042 1,114 -1,134 1,234 1,191
cg4847-pb, isoform b -3,156 -6,225 -8,784 -4,533 -7,100 -8,510
cg18180-pa -1,386 3,489 -2,355 -2,332 -3,070 -1,465
cg4721-pa 1,447 -1,798 -5,392 -5,087 -4,658 -3,351
cg32277-pa 2,374 1,399 1,118 1,277 1,255 1,101
jonah 25bii 1,777 2,104 -1,312 1,114 -1,330 -1,120
CG14528-RA 2,994 1,476 -1,583 -1,243 -1,440 1,254
cg3239-pa, isoform a 1,509 1,049 -2,990 -1,415 -3,049 -2,397
cg11951-pa 1,512 -1,799 -2,228 -2,425 -3,012 -2,561
cg31823-pa 5,092 1,478 1,009 1,226 1,112 1,407
cg31205-pa 1,937 -1,187 -1,488 -1,121 -1,580 25,593
septin interacting protein 3 1,634 1,454 -1,224 -1,097 -1,172 1,072
cg32523-pa 1,696 1,088 1,036 1,252 1,099 -1,161
CG1632-RA 2,591 2,068 1,489 1,813 1,582 1,721
cg4725-pa 2,285 -1,197 -1,854 -2,115 -2,181 -2,326
CG5909-RA 2,532 1,408 1,401 1,323 1,053 -1,144
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cg32834-pa 2,399 1,851 1,273 1,700 1,406 -1,025
imaginal discs arrested 3,760 2,181 1,577 2,151 1,590 1,509
cg2045-pa 1,123 -1,681 -2,604 -1,750 -1,946 -2,828

GO:0006952:defense response

Gene
pros17 vs. 

wt_inj
mirazz176 vs. 

wt_inj
l(2)gl4 vs. 

wt_inj
bratk06028 vs. 

wt_inj
rapsp89/p62 

vs. wt_inj
l(3)mbtts1 

vs. wt_inj
src homology 2, ankyrin repeat, 
tyrosine kinase 2,437 2,512 1,191 1,322 1,100 1,127

thiolester containing protein iii 2,591 -1,451 -2,882 -1,649 -3,028 2,080
peptidoglycan recognition 
protein la -2,818 -2,741 -3,554 -5,590 -7,240 -4,151

nitric oxide synthase 2,420 -1,431 -2,311 -2,455 -1,854 -1,040
serine proteinase -12,392 -36,356 -38,376 -64,274 -118,909 -36,720
cecropin b 28,617 1,796 7,606 4,288 2,900 1,459
cg1149-pa 2,300 2,333 1,458 1,437 1,416 -1,030
lethal (2) essential for life -7,554 -1,935 -17,051 -10,745 -8,316 -2,955
CG3829-RA 2,202 1,850 1,093 -1,127 1,024 -1,299
exocyst complex component 2 2,565 2,401 1,091 1,245 1,311 -1,385
gastrulation-defective 14,958 11,838 8,700 7,793 7,284 5,180
cg13270-pa 16,385 4,203 2,230 2,659 1,735 1,281
thiolester containing protein ii -2,131 -9,255 -6,534 -6,246 -12,925 -6,535
peptidoglycan recognition 
protein lb 6,805 1,022 1,721 1,091 1,366 -1,345

death-domain containing 
protein bg4 2,611 1,980 1,286 1,306 -1,089 1,300

attacin-d 140,632 7,291 28,473 11,460 8,405 1,775
cg31793-pa 4,633 3,233 2,856 3,035 2,089 2,200
cg17200-pa 2,296 1,521 1,293 1,652 1,291 1,294
CG10610-RA 2,848 3,026 1,873 1,376 1,527 1,013
cg30148-pa 2,402 1,635 1,177 1,276 -1,127 -1,392
lysozyme p 8,097 2,458 1,085 1,043 1,016 1,384
immune deficiency 1,721 1,858 -1,025 -1,060 -1,009 -1,133
cg1887-pa 1,832 1,152 -1,124 1,069 -1,082 -1,249
cg32808-pa 2,317 1,960 -1,450 -1,729 -1,524 -1,581
cg17323-pa 4,453 -1,010 1,014 1,201 -1,793 -1,221
cg5999-pa -1,183 -1,270 -1,846 -1,879 -1,931 -1,678
pelle 3,228 2,042 1,114 -1,134 1,234 1,191
cg2736-pa -1,413 -4,454 -8,550 -3,654 -13,507 -4,808
transferrin 1 1,405 -1,932 -1,773 -1,613 -1,453 -1,856
cg17932-pb, isoform b 2,081 -1,734 -2,191 -1,791 -1,578 1,032
CG10535 3,148 2,630 1,565 1,670 1,724 1,717
CG8286-RA 2,996 2,661 1,211 1,008 1,549 1,130
peptidoglycan recognition 
protein lc 4,062 1,478 1,173 1,535 1,161 1,258
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Gene l(2)gl4 vs. 
wt_inj

pros17 vs. 
wt_inj

bratk06028 

vs. wt_inj
mirazz176 

vs. wt_inj
rapsp89/p62 

vs. wt_inj
l(3)mbtts1 

vs. wt_inj
shaggy -8,244 -7,254 -4,573 -2,883 -3,053 -1,966
guanine nucleotide 
exchange factor gef64c -1,500 -1,338 -1,487 -1,415 1,920 1,167

plexin b -6,851 -5,148 -2,794 -2,122 -1,379 -1,335
dorsal -7,382 -9,029 -6,543 -3,732 -3,424 -4,085
smooth -6,975 -8,834 -5,219 -2,976 -1,919 -2,055
gliotactin -4,332 -10,403 -9,672 -3,777 -4,776 -1,790
boule -1,988 -4,774 -6,713 -2,164 -1,282 -1,305
toll -6,185 -5,202 -5,366 -3,683 -1,382 -1,293
hairy -3,246 -2,136 -3,262 -5,692 -1,302 1,588
cg10699-pa, isoform a -30,487 -9,496 -20,658 -4,550 -2,585 -1,846
tailup -14,347 -18,502 -15,816 -4,565 -8,253 -6,231
cg18350-pj, isoform j -25,800 -6,783 -4,383 -7,268 -2,691 -3,371
knirps-like -4,161 -3,197 -3,725 -2,609 -1,001 -1,539
gilgamesh 1,001 1,001 1,389 1,736 2,602 3,474
ocelliless -24,899 -7,258 -17,529 -22,549 3,030 -3,875
ovo -12,406 -4,148 -7,241 -10,127 -3,382 1,162
engrailed -8,533 -5,866 -7,044 -5,527 -1,511 -1,097
arrest -6,092 -5,542 -6,874 -11,837 -2,358 -2,004
don juan -4,367 -4,957 -2,592 -2,565 1,075 1,086
cg1975-pa -15,816 -21,277 -10,813 -7,297 -5,733 -2,301
protein kinase 61c 1,447 1,384 1,819 3,515 3,259 4,577
knirps -2,309 -2,606 -2,609 -1,918 -1,494 -1,068
kruppel -9,309 -4,315 -3,023 -4,003 -1,091 -1,934
cactus -2,029 -2,172 -2,259 -1,941 -1,293 -1,364
drep3 -2,037 -1,743 -1,550 -1,590 1,195 1,282
decapentaplegic -8,052 -7,156 -13,657 -9,601 -2,003 -2,538
short gastrulation -5,043 -3,679 -5,035 -7,378 -2,006 1,474
fasciclin 2 -16,177 -6,385 -4,756 -3,246 -2,251 -2,072
fork head -13,980 -12,206 -8,776 -12,179 -4,820 -1,575
jelly belly -9,439 -2,773 -6,525 -4,178 -2,821 -2,588
cg1906-pb, isoform b 2,334 1,400 3,505 5,050 3,874 8,150
senseless -2,532 -2,274 -2,382 -2,213 -1,554 -1,411
pherokine 3 -1,981 -1,400 -1,297 -2,151 1,757 12,118
wingless -5,891 -5,273 -9,205 -7,699 -1,985 1,336
echinus -8,618 -4,374 -2,553 -5,059 -1,922 -1,034
beaten path ic -4,390 -4,779 -4,050 -5,077 -1,517 -2,139
ultrabithorax -2,817 -2,986 -2,047 -1,951 -1,068 1,002
CG1776 -5,581 -3,626 -3,686 -4,636 -1,264 -2,339
kin of irre -5,041 -4,029 -4,744 -2,982 -2,073 -2,182
ecdysone-induced protein -2,364 -1,945 -2,185 -2,330 1,574 1,356
vein 1,384 1,631 2,129 2,947 3,046 4,017
asense 1,797 1,181 2,520 5,006 4,146 2,641
Myofilin -8,999 -3,755 -9,130 -13,786 -1,646 -2,091
rhomboid -5,691 -10,638 -3,172 -5,945 -2,991 -2,087
misexpression 
suppressor of ksr 2 -2,700 -2,143 -2,352 -1,713 -1,365 -1,082

mirror -6,523 -4,457 -3,394 -1,410 -1,537 -1,336
ecdysone-induced gene 7 -1,149 -1,093 1,018 1,225 1,876 1,813

GO:0030154:cell differentiation
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cg15630-pa -3,331 -4,288 -4,027 -4,175 -2,542 -2,136
kayak 1,082 1,006 1,379 1,758 2,062 2,029
myocyte enhancing facto -3,327 -3,618 -2,880 -2,335 -1,338 -1,137
netrin-b -17,918 -18,285 -4,722 -5,632 -4,424 -1,626
polychaetoid -4,469 -3,004 -3,628 -2,667 -1,274 -1,028
extra-extra -2,909 -2,913 -3,606 -3,804 -1,698 -1,722
muscleblind -2,054 -1,162 1,038 -2,860 3,184 2,166
cut -29,457 -14,540 -17,539 -7,343 -4,105 -5,363
cg8250-pa -40,738 -41,714 -22,438 -14,792 -7,452 -5,365
male-specific rna 84dd -2,535 -1,960 -1,850 -1,983 1,438 -1,062
nubbin -7,685 -7,288 -9,237 -10,893 -1,691 -2,236
cg31741-pa -1,791 -1,670 -1,682 -1,567 1,063 1,101
frizzled -5,927 -9,675 -4,319 -3,887 -3,038 -1,890
wrinkled -1,917 -2,299 -2,997 -5,706 6,067 4,595
d-ptx1 -8,422 -5,604 -5,742 -5,425 -2,057 -1,790
slow border cells -1,705 -1,508 -1,619 -1,556 1,122 1,038
apaf-1-related-killer 1,578 -1,126 1,126 2,576 2,011 3,156
e(spl) region transcript m -45,491 -33,823 -50,476 -19,839 -20,855 1,089
araucan -5,853 -5,068 -5,685 -1,141 -2,789 -1,845
big brain -2,266 -2,717 -3,631 1,481 -1,501 2,572
serrate -6,187 -5,258 -4,669 -1,269 -2,034 -1,328
torso -1,783 -2,073 -2,118 -1,171 1,376 5,883
e(spl) region transcript m -97,007 -91,251 -60,687 -56,950 -47,268 -7,504
milt 2,067 2,023 2,314 3,272 3,430 1,389
cg18389-pa -4,341 -3,978 -7,709 -16,550 -2,821 -3,298
cg33991-pd, isoform d -4,162 -4,579 -3,094 -5,223 -2,428 -1,464
rhino 1,541 -1,405 1,570 1,403 5,048 1,210
plenty of sh3s 1,617 1,293 1,354 2,757 2,724 1,096
dorsocross2 1,534 -1,009 1,412 1,402 23,037 -1,134
male-specific rna 84dc -1,312 -1,375 -1,568 -1,415 1,343 1,023
eiger -1,152 -2,149 -1,053 -1,145 3,728 4,072
CG7588-RA -3,340 -1,762 -2,346 -2,650 1,553 -1,981
matrix metalloproteinase -19,783 -25,489 -19,838 -21,358 -14,047 -14,254
tincar -10,537 -12,749 -8,803 -5,603 -4,811 -1,107
bangles and beads -9,377 -6,386 -8,480 -13,323 -3,849 -6,200
abdominal b -2,775 -2,396 -2,373 -2,085 -1,085 1,099
deformed -2,197 -1,968 -1,596 -1,617 20,380 -1,588
off-schedule 1,739 1,423 1,507 1,475 8,874 2,257
basket -1,298 -1,336 -1,683 -1,933 1,673 -1,671
capricious -3,681 -5,433 -2,753 -3,482 -1,349 -1,390
scabrous -3,320 -3,842 -4,066 -1,393 -1,990 -3,891
abdominal a -3,903 -3,776 -3,520 -2,615 -1,036 1,366
spire -2,284 -4,131 -2,962 -3,358 -1,236 -2,103
capricious 1,444 -1,019 1,705 1,319 3,355 1,658
miranda 3,805 4,515 3,659 2,895 9,467 -2,302
heartless -4,622 -7,084 -7,839 -2,350 -2,333 -6,191
fasciclin 3 -7,806 -7,045 -7,753 1,269 1,517 -4,032
meiotic w68 -1,031 1,188 1,165 1,551 -1,085 2,724
g protein 1 -3,567 -5,350 -2,727 -3,576 -6,224 -2,202
cg6589-pa -1,588 -1,663 -1,766 -1,303 -1,335 1,018
cadherin-n -2,067 -2,029 -1,831 -3,897 -1,392 1,113
rab-protein 5 -2,079 -2,424 -1,957 -1,685 -1,861 -1,314
tincar -3,154 -3,563 -2,525 -2,236 -3,732 1,548
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neuroglian -2,222 -1,899 -2,070 -2,211 -1,715 -1,309
singed -3,164 -4,336 -2,351 -4,627 -4,167 -1,072
odorant-binding protein 9 -1,509 -1,747 -1,287 -1,313 -1,414 5,729
bunched -1,124 1,405 1,253 2,015 1,362 5,112
odorant-binding protein 9 -4,412 -4,926 -4,735 -6,696 -5,541 1,479
female sterile (1) nasrat -2,597 -2,291 -2,001 -4,039 -6,111 1,221
fasciclin 1 -2,719 -1,949 -3,188 -5,464 -6,025 1,240
ras-related protein rac2 -2,874 -2,698 -2,884 -1,656 -1,912 -1,005
tolloid -2,919 -2,824 -1,301 -7,368 -14,000 -1,268
twin of m4 -3,343 -4,412 -4,703 -8,952 -8,693 1,596
reaper -1,807 -3,641 -2,073 -2,920 -1,032 12,758
CG33293-RA -1,368 -1,211 1,060 1,089 -1,186 1,969
leonardo protein -9,027 -10,423 -4,540 -5,277 -7,309 -2,140
dacapo -2,594 -3,581 -2,371 -1,728 -2,405 -1,034
e(spl) region transcript m -2,089 -2,958 -3,937 -6,034 -5,088 -1,368
camp-dependent protein 
kinase r2 -9,537 -7,976 -6,801 -5,639 -5,952 -2,760

cg8277-pa -1,785 -1,506 -1,569 -1,493 -1,233 1,502
lethal of scute -1,201 -1,385 -1,194 -1,440 -1,312 4,706
anterior open -2,322 -2,510 -2,569 -4,667 -2,163 1,210
amphiphysin -1,665 -1,392 -1,384 -1,400 -1,364 1,335
charlatan -5,921 -9,793 -6,318 -6,606 -5,469 1,049
crumbs -1,845 -2,200 1,005 -2,301 -4,148 2,601
zn finger homeodomain 1 -5,382 -6,370 -2,839 -6,577 -4,147 -1,721
ld21311p 1,008 -1,056 -1,081 -1,130 -1,635 1,493
rh48823p -1,031 1,188 1,165 1,551 -1,085 2,724
slouch -10,945 -19,849 -7,367 -11,544 -19,904 -5,107
benign gonial cell neoplas 7,589 5,646 3,837 8,321 2,058 19,578
beaten path ib -4,413 -11,297 -11,147 -11,193 -6,793 -2,918
cg33336-pa, isoform a 3,585 1,451 2,661 2,447 2,591 5,657
zero population growth -4,699 -2,971 -2,711 -3,385 -6,530 -1,370
abnormal chemosensory 
jump 6 -2,811 -2,168 -3,941 -2,508 -1,692 1,981

cg7660-pb, isoform b -2,074 1,195 -2,275 -1,567 -12,465 8,051
midline fasciclin -16,502 -13,444 -21,369 -25,665 -21,428 -4,536
domeless -1,078 -1,316 -1,389 -1,348 -1,852 1,676
nemo 1,437 1,084 1,038 -1,049 -1,546 2,070
netrin receptor unc-5 
precursor -3,179 -2,835 -3,190 -3,321 -4,387 -1,256

nanos -2,011 -2,368 -1,958 -2,667 -2,289 3,770
outstretched -23,516 -31,647 -23,747 -37,788 -26,061 7,853
cg18214-pc, isoform c -8,229 -11,617 -4,478 -3,683 -8,549 -2,784
cg33960-pa -1,279 -1,852 -1,344 -1,347 -1,509 1,033

signal-transducer and 
activator of transcription 
protein at 92e 

-2,200 -2,232 -2,008 -2,143 -1,872 1,071

four-jointed 1,159 -1,073 -1,010 1,233 1,356 3,123
thickveins -1,122 1,308 1,006 1,008 -1,153 2,463
bearded -7,038 -11,269 -9,121 -10,508 -8,157 2,232
cg13465-pa -2,456 -1,610 -3,709 -4,670 -2,965 3,101
brother of bearded a -2,456 -1,610 -3,709 -4,670 -2,965 3,101
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pdgf- and vegf-receptor 
related -1,367 -1,376 -1,675 -1,533 -1,954 1,908

protein tyrosine 
phosphatase 61f -1,181 -1,198 1,026 1,078 1,062 1,797

forkhead domain 3f -1,487 -1,590 -1,576 -1,491 -1,266 1,262
ecdysone-induced protein -4,260 -4,642 -2,067 -2,517 -2,444 -1,191
cg4703-pa 1,381 -1,051 -1,183 1,025 -1,065 1,904
egalitarian -3,131 -1,928 -2,241 -1,646 -2,814 1,614

GO:0048477:oogenesis

Gene l(2)gl4 vs. 
wt_inj

pros17 vs. 
wt_inj

bratk06028 

vs. wt_inj
mirazz176 

vs. wt_inj
rapsp89/p62 

vs. wt_inj
l(3)mbtts1 

vs. wt_inj
cubitus interruptus -5,834 -1,398 -5,863 -6,099 -4,950 1,139
fringe -4,284 -4,691 -2,801 -9,667 -17,788 -6,423
female sterile (1) yb 15,274 4,951 2,058 2,774 4,635 18,050
reversed polarity -8,757 -9,199 -26,307 -24,002 -20,362 -8,474
modifier of mdg4 -1,426 -1,319 -1,100 -1,956 -2,963 -1,020
meiotic w68 1,356 1,525 1,637 2,254 -1,044 3,208
discs large 1 1,727 2,149 -1,070 3,402 1,089 4,155
keren -1,005 1,222 -1,004 -1,373 -1,817 1,201
broad -1,070 1,145 1,753 -2,877 -2,859 -1,323
pointed 5,302 5,810 4,014 -10,376 -3,738 -1,624
spindle d 5,008 5,053 4,363 4,878 2,848 6,114
pdgf- and vegf-related 
factor 1 1,276 1,235 -2,369 -3,900 -2,431 -1,280

tetracycline resistance 1,515 1,605 1,403 1,557 -6,595 1,510
kelch -7,987 -5,405 -2,777 -11,262 -8,614 -3,426
epidermal growth factor 
receptor 1,276 1,922 1,725 -1,085 -1,411 1,914

cg31317-pb, isoform b -8,348 -4,007 -14,397 -36,031 -41,839 -16,843
quail 1,195 1,031 7,478 -2,160 -2,172 1,466
krimper 3,534 8,252 1,247 12,498 -1,248 19,636
dynein heavy chain 64c 3,466 1,390 1,202 4,578 1,064 5,910
achaete -1,875 -1,594 1,161 -3,367 3,109 8,178
mirror -15,586 -16,708 -6,033 -2,288 -8,502 -2,619
dystroglycan -6,157 -8,313 -3,292 -3,291 -11,805 -2,503
singed -3,164 -4,336 -2,351 -4,627 -4,167 -1,072
bunched -1,124 1,405 1,253 2,015 1,362 5,112
female sterile (1) nasrat -2,597 -2,291 -2,001 -4,039 -6,111 1,221
ras-related protein rac2 -2,874 -2,698 -2,884 -1,656 -1,912 -1,005
tolloid -2,919 -2,824 -1,301 -7,368 -14,000 -1,268
reaper -1,807 -3,641 -2,073 -2,920 -1,032 12,758
leonardo protein -9,027 -10,423 -4,540 -5,277 -7,309 -2,140
dacapo -2,594 -3,581 -2,371 -1,728 -2,405 -1,034
stand still 2,707 1,831 1,008 1,894 -1,070 11,060
anterior open -2,322 -2,510 -2,569 -4,667 -2,163 1,210
CG8201-RA -1,031 1,188 1,165 1,551 -1,085 2,724
benign gonial cell neoplas 7,589 5,646 3,837 8,321 2,058 19,578
cg7660-pb, isoform b -2,074 1,195 -2,275 -1,567 -12,465 8,051
domeless -1,078 -1,316 -1,389 -1,348 -1,852 1,676
lambik -1,688 -1,698 -1,585 -1,705 -2,335 1,024
nanos -2,011 -2,368 -1,958 -2,667 -2,289 3,770
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outstretched -23,516 -31,647 -23,747 -37,788 -26,061 7,853
big brain -2,266 -2,717 -3,631 1,481 -1,501 2,572

signal-transducer and 
activator of transcription 
protein at 92e 

-2,200 -2,232 -2,008 -2,143 -1,872 1,071

thickveins -1,122 1,308 1,006 1,008 -1,153 2,463
pdgf- and vegf-receptor 
related -1,367 -1,376 -1,675 -1,533 -1,954 1,908

protein tyrosine 
phosphatase 61f -1,181 -1,198 1,026 1,078 1,062 1,797

torso -1,783 -2,073 -2,118 -1,171 1,376 5,883
ecdysone-induced protein -4,260 -4,642 -2,067 -2,517 -2,444 -1,191
egalitarian -3,131 -1,928 -2,241 -1,646 -2,814 1,614
shaggy -8,244 -7,254 -4,573 -2,883 -3,053 -1,966
arrest -8,985 -6,780 -9,067 -17,317 -1,954 -2,743
cg18350-pj, isoform j -25,800 -6,783 -4,383 -7,268 -2,691 -3,371
ovo -12,406 -4,148 -7,241 -10,127 -3,382 1,162
meiotic w68 -1,031 1,188 1,165 1,551 -1,085 2,724
protein kinase 61c 1,447 1,384 1,819 3,515 3,259 4,577
cactus -2,029 -2,172 -2,259 -1,941 -1,293 -1,364
decapentaplegic -8,052 -7,156 -13,657 -9,601 -2,003 -2,538
short gastrulation -5,043 -3,679 -5,035 -7,378 -2,006 1,474
pherokine 3 -1,981 -1,400 -1,297 -2,151 1,757 12,118
wingless -5,891 -5,273 -9,205 -7,699 -1,985 1,336
ecdysone-induced protein -2,364 -1,945 -2,185 -2,330 1,574 1,356
vein 1,384 1,631 2,129 2,947 3,046 4,017
rab-protein 5 -2,079 -2,424 -1,957 -1,685 -1,861 -1,314
rhomboid -5,691 -10,638 -3,172 -5,945 -2,991 -2,087
mirror -6,523 -4,457 -3,394 -1,410 -1,537 -1,336
kayak 1,082 1,006 1,379 1,758 2,062 2,029
myocyte enhancing facto -3,327 -3,618 -2,880 -2,335 -1,338 -1,137
cut -29,457 -14,540 -17,539 -7,343 -4,105 -5,363
wrinkled -1,917 -2,299 -2,997 -5,706 6,067 4,595
fasciclin 3 -7,806 -7,045 -7,753 1,269 1,517 -4,032
slow border cells -1,705 -1,508 -1,619 -1,556 1,122 1,038

GO:0006281:DNA repair

Gene l(2)gl4 vs. 
wt_inj

pros17 vs. 
wt_inj

bratk06028 

vs. wt_inj
mirazz176 

vs. wt_inj
rapsp89/p62 

vs. wt_inj
l(3)mbtts1 

vs. wt_inj
spindle a 6,761 4,004 4,951 5,637 7,128 2,675
mutagen-sensitive 309 2,337 1,953 2,127 1,939 2,487 1,498
haywire 1,597 1,199 1,427 1,682 1,803 -1,182
reptin 1,913 1,547 1,735 1,482 1,592 -1,025
Ku80 4,086 3,131 4,081 5,041 4,738 2,393
tyrosyl-dna 
phosophodiesterase 1 20,470 18,531 1,650 9,696 9,994 1,384

cg7376-pa 2,092 1,847 2,547 3,642 3,574 1,847
cg2990-pb, isoform b 5,747 7,358 11,191 5,910 5,178 2,583
dna-polymerase- 3,515 3,685 3,935 3,220 3,145 2,089
inverted repeat-binding p 3,301 2,552 4,536 4,249 4,877 1,918
ligase4 2,966 2,968 4,067 3,259 2,872 1,443
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mutagen-sensitive 205 4,253 3,882 5,767 5,642 6,017 2,211
cryptochrome 1,424 1,120 1,102 -1,427 1,191 -2,212
xrcc1 protein 1,674 1,651 1,921 1,606 1,688 -1,041
xpg-like endonuclease 3,081 3,684 3,566 2,770 2,640 1,708

Gene l(2)gl4 vs. 
wt_inj

pros17 vs. 
wt_inj

bratk06028 

vs. wt_inj
mirazz176 

vs. wt_inj
rapsp89/p62 

vs. wt_inj
l(3)mbtts1 

vs. wt_inj
twin of m4 -3,343 -4,412 -4,703 -8,952 -8,693 1,596
krotzkopf verkehrt -2,657 1,408 1,182 -17,102 -5,476 -1,110
nemo 1,437 1,084 1,038 -1,049 -1,546 2,070
bitesize -1,470 1,587 -1,179 -3,003 1,284 4,666
ras-related protein rac2 -2,874 -2,698 -2,884 -1,656 -1,912 -1,005
caupolican -6,559 -7,121 -5,862 2,148 -6,562 -1,445
mirror -15,586 -16,708 -6,033 -2,288 -8,502 -2,619
dachsous -18,048 -22,618 -23,468 -45,286 -10,893 2,063
four-jointed 1,159 -1,073 -1,010 1,233 1,356 3,123
epidermal growth factor 
receptor 1,276 1,922 1,725 -1,085 -1,411 1,914

daughters against dpp -2,518 -2,257 -2,901 -10,704 -10,866 -3,102
keren -1,005 1,222 -1,004 -1,373 -1,817 1,201
domeless -1,078 -1,316 -1,389 -1,348 -1,852 1,676
fat -4,639 -3,753 -1,952 -7,241 -7,534 2,163
thickveins -1,122 1,308 1,006 1,008 -1,153 2,463
anterior open -2,322 -2,510 -2,569 -4,667 -2,163 1,210
discs large 1 1,727 2,149 -1,070 3,402 1,089 4,155
yorkie 1,008 -1,056 -1,081 -1,130 -1,635 1,493
crumbs -1,845 -2,200 1,005 -2,301 -4,148 2,601
araucan -5,853 -5,068 -5,685 -1,141 -2,789 -1,845
stardust -2,909 -1,529 -1,920 -2,866 -2,603 1,193
dystroglycan -6,157 -8,313 -3,292 -3,291 -11,805 -2,503

Gene l(2)gl4 vs. 
wt_inj

pros17 vs. 
wt_inj

bratk06028 

vs. wt_inj
mirazz176 

vs. wt_inj
rapsp89/p62 

vs. wt_inj
l(3)mbtts1 

vs. wt_inj
miranda 3,805 4,515 3,659 2,895 9,467 -2,302
asense 1,797 1,181 2,520 5,006 4,146 2,641
abdominal a -3,903 -3,776 -3,520 -2,615 -1,036 1,366
kruppel -9,309 -4,315 -3,023 -4,003 -1,091 -1,934
nubbin -7,685 -7,288 -9,237 -10,893 -1,691 -2,236
engrailed -8,533 -5,866 -7,044 -5,527 -1,511 -1,097

Gene l(2)gl4 vs. 
wt_inj

pros17 vs. 
wt_inj

bratk06028 

vs. wt_inj
mirazz176 

vs. wt_inj
rapsp89/p62 

vs. wt_inj
l(3)mbtts1 

vs. wt_inj
nebbish 4,218 4,719 5,963 5,228 3,541 2,332
dynein heavy chain at 16 1,994 1,799 1,849 1,534 1,015 1,059
cg13930-pa 2,184 2,110 2,537 2,141 1,511 1,158

0005875:microtubule associated com

0002009:morphogenesis of an epithe

O:0007400:neuroblast fate determinat
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no distributive disjunction 2,077 2,401 2,220 2,173 1,427 1,336
cg7051-pb, isoform b 1,566 1,666 1,105 1,356 -1,656 -2,044
non-claret disjunctional 2,056 2,366 2,482 1,936 1,593 1,312
cg14838-pa 1,567 2,673 1,587 1,384 1,020 1,164
cg3121-pa 3,819 4,158 2,085 1,915 1,690 1,666
CG15171-RA 1,495 1,600 2,829 1,614 1,095 1,027
futsch 2,007 1,199 1,492 1,508 -1,068 -1,285
cg17150-pa, isoform a 1,990 2,064 2,527 2,020 1,367 1,039
cg3339-pa 1,585 1,857 1,478 1,509 -1,094 1,053
dynein heavy chain at 89 3,472 3,130 2,295 1,701 1,977 1,437
dynein heavy chain at 62 5,850 3,486 6,108 7,197 4,022 2,239
CG14763-RA 3,457 2,567 2,874 3,820 -1,627 1,113

Gene l(2)gl4 vs. 
wt_inj

pros17 vs. 
wt_inj

bratk06028 

vs. wt_inj
mirazz176 

vs. wt_inj
rapsp89/p62 

vs. wt_inj
l(3)mbtts1 

vs. wt_inj
cypvit3 3,712 7,368 2,172 2,607 1,307 1,502
cg18516-pa 4,030 2,890 2,420 2,772 1,705 1,214
glycerol 3 phosphate 
dehydrogenase -2,855 -4,687 -6,628 -5,993 -7,876 -7,528

cg7460-pb 1,688 1,434 1,513 2,034 1,036 -1,245
CG12203-RA 1,960 1,871 2,058 1,479 1,287 1,198
Cyp308a1 1,755 1,815 2,116 1,996 1,254 1,150
at13706p 4,916 3,120 3,651 8,352 2,062 -1,140
cytochrome p450-4e2 -1,175 -1,864 -2,672 -1,602 -3,305 -6,990
CG11236 1,776 1,316 -1,307 -1,472 -2,171 -1,901
cg32649-pa 3,009 2,578 2,744 2,957 1,803 1,637
cytochrome p450-6a8 1,927 3,758 1,772 1,564 1,015 1,140
Cyp4d14 4,812 2,528 2,640 4,731 1,760 2,294
probable cytochrome p45 2,788 1,579 1,506 2,465 1,035 1,443
cg7914-pa 2,839 3,759 4,152 2,986 1,638 2,697
cinnabar 2,890 5,323 3,303 2,623 1,553 1,276
cg13611-pa 3,560 4,716 3,550 7,616 1,822 -1,306
probable cytochrome p45 1,017 -1,373 -1,206 -1,675 -2,007 -2,263
shadow 1,771 5,466 1,442 1,758 1,016 -1,425
probable complex i 
intermediate-associated 
protein 30, 
mitochondrial precursor 

2,366 2,459 2,399 1,844 1,545 1,561

cytochrome p450-4ae1 1,969 2,351 4,134 2,227 1,069 2,007
CG6485-RA 1,509 1,795 2,074 1,996 1,177 1,135
cg9512-pa -2,006 -2,057 -1,179 -2,172 -2,794 -2,453
Cyp4aa1 1,611 1,540 1,802 2,028 1,115 1,063
Cyp28c1 1,356 1,391 1,696 1,161 -1,180 -1,315
probable cytochrome p45 1,889 1,941 1,440 1,583 -1,189 -1,115
Cyp12e1 -18,498 -32,296 -32,880 -48,429 -52,257 -47,641
Cyp318a1 1,506 1,428 1,135 1,051 -1,153 -1,227
Cyp6g1 -2,099 -2,094 -3,380 -2,802 -6,196 -3,233
CG3597-RA -2,662 -3,007 -3,602 -6,958 -7,149 -6,258
cg40160-pa.3 -2,446 -1,310 -2,117 -3,858 -9,935 -8,784

GO:0006118:electron transport
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GO:0030154:cell differentiation

Gene                   wt
bratk06028/

+ L3 
brain

bratk06028 

L3 brain
bratk06028 

T1
bratk06028 

T5
bratk06028 

T10
cg1841-pb, isoform b 9,971 9,907 9,070 9,442 9,887 9,767
CG6582-RA 12,239 12,276 11,496 11,533 12,107 12,098
deep orange 9,452 9,460 8,152 8,616 10,112 9,909
cubitus interruptus 9,499 10,145 8,485 8,606 8,104 8,181
fringe 10,023 10,585 9,289 7,687 9,196 9,025
buffy 7,986 7,853 6,022 5,142 5,073 4,808
plexin b 11,539 11,346 10,708 11,020 10,693 10,860
plexin b 10,651 9,822 9,184 9,669 9,305 9,360
polyhomeotic proxima 11,483 11,009 10,495 10,563 10,875 10,686
protein xmas-2 7,487 6,579 6,830 7,720 7,957 7,999
protein tyrosine 
phosphatase 69d 9,742 9,566 8,807 9,113 9,207 9,285

protein glass 7,593 7,760 5,788 5,468 5,311 5,067
adenosine deaminase-
related growth factor 
a 

9,457 8,742 7,609 9,850 8,964 8,995

vitelline membrane 32 6,543 5,632 5,465 5,739 5,209 5,668
fasciclin 1 10,688 10,536 9,824 9,102 9,066 9,195
gliotactin 7,812 8,232 6,257 4,952 4,989 5,039
CG16857-RA 8,705 8,903 6,788 5,431 6,863 6,765
derailed 11,431 11,338 10,631 10,638 10,490 9,495
organic cation transpo 9,550 9,122 8,734 9,490 10,328 10,560
twin of m4 10,574 10,919 8,505 8,200 8,973 9,540
failed axon connection 12,308 12,072 11,601 11,479 11,199 11,581
cg33991-pd, isoform d 10,349 10,813 9,372 9,520 9,606 10,027
lissencephaly-1 12,338 12,245 11,487 11,229 11,015 10,850
reaper 10,421 9,421 8,865 8,003 8,100 8,242
dreadlocks 11,465 10,661 10,140 10,410 10,111 10,078
ras oncogene at 85d 12,009 11,897 11,388 11,545 11,547 11,494
cg33950-pb, isoform b 7,789 8,663 6,704 7,218 7,001 7,236
cg33950-pb, isoform b 9,303 9,428 7,755 7,438 7,352 7,418
cg33950-pb, isoform b 9,528 10,079 8,439 8,101 7,635 7,621
dacapo 11,289 11,513 10,235 9,821 10,021 10,217
enhancer of bithorax 10,646 10,404 9,606 9,660 9,764 9,979
ribosomal protein s29 6,692 5,631 5,477 7,542 6,288 5,769
downstream of 
receptor kinase 12,620 12,316 11,967 11,945 11,595 11,171

e(spl) region transcrip 11,288 11,053 9,440 8,679 9,406 8,346
basket 11,599 11,161 10,266 10,565 10,581 10,419
basket 11,870 11,733 11,216 11,200 11,328 11,343
camp-dependent 
protein kinase r2 9,925 9,998 8,537 8,081 7,028 7,650

golden goal 11,276 10,494 8,615 9,002 9,143 8,191
downstream of raf1 11,611 11,477 10,976 11,251 11,265 11,140
starry night 11,985 11,734 10,680 10,625 10,928 10,456
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re26822p 9,887 9,337 8,081 8,472 9,253 8,930
roundabout 11,749 11,355 10,781 11,049 10,730 10,806
broad 9,575 9,735 8,821 7,750 8,798 9,340
lethal of scute 9,125 9,382 7,424 8,000 8,361 8,881
ras opposite 9,143 9,361 8,077 8,026 8,701 8,601
anterior open 10,642 10,790 9,563 9,930 9,563 10,052
death associated 
molecule related to 
mch2 

6,203 7,121 4,689 6,960 5,461 4,825

pole hole 10,070 9,884 8,914 9,318 9,872 9,804
charlatan 11,018 10,627 9,175 8,737 8,379 8,403
spalt major 9,829 10,342 8,344 7,166 7,550 6,955
faint sausage 11,639 11,159 9,681 8,826 9,322 8,835
pten3 9,542 9,512 8,732 8,929 9,081 9,174
rugose 10,400 10,072 9,458 8,877 8,825 9,295
trithorax-like 11,643 11,514 10,257 11,109 10,691 10,815
cg7913-pd, isoform d 7,703 7,693 6,504 7,172 7,552 7,223
kinesin-like protein at 8,396 8,098 7,030 7,382 8,007 7,726
cg6312-pa 8,482 8,006 5,616 6,078 5,884 5,555
dishevelled 11,950 11,787 10,919 11,410 11,641 11,579
shibire 10,009 10,039 8,760 8,884 9,208 9,258
shibire 10,132 9,511 9,269 9,188 8,913 9,053
cg8815-pa, isoform a 9,963 9,034 8,194 8,840 8,956 8,670
cg5869-pa 11,372 10,945 10,501 10,255 10,258 10,022
cg33979-pa, isoform a 12,285 12,142 11,551 11,755 11,584 11,442
armadillo 12,496 12,438 11,851 11,829 12,068 12,015
disabled 9,500 8,698 8,448 8,818 8,687 8,421
longitudinals lacking 11,330 11,129 9,561 8,927 9,590 9,191
longitudinals lacking 8,671 7,603 8,025 7,887 8,196 8,079
longitudinals lacking 7,933 6,444 6,179 7,065 7,335 6,751
longitudinals lacking 7,446 5,251 5,619 6,474 6,465 5,882
longitudinals lacking 11,890 11,632 11,169 11,019 10,893 10,988
e(spl) region transcrip 9,868 10,150 7,521 7,674 7,602 7,398
abrupt 9,620 9,998 8,945 9,281 8,430 8,581
serine/threonine kinas 10,595 10,509 9,742 10,325 10,175 10,145
g protein 1 8,463 8,410 6,489 5,710 6,413 6,258
retina aberrant in patt 9,635 9,113 8,780 9,060 9,043 8,888
enhancer of split 10,618 10,768 9,395 8,590 8,972 8,444
multi sex combs 7,968 7,924 7,066 7,570 8,230 8,182
sickle 9,941 9,423 7,878 7,845 7,948 7,548
shaggy 11,220 10,976 10,605 10,690 10,633 10,722
scratch 10,916 11,085 9,725 8,474 9,106 8,794
minibrain 9,458 7,335 8,487 8,308 7,254 7,936
rho-like 9,859 9,145 8,718 8,004 7,896 8,074
frizzled 10,895 11,008 9,329 9,104 9,170 8,673

intermediate 
neuroblasts defective 

6,150 5,623 4,482 4,206 4,513 4,213

egghead 11,251 11,249 10,149 10,209 10,823 10,883
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domeless 9,449 9,015 8,048 9,157 8,808 8,997
camp-dependent 
protein kinase 1 7,531 7,383 6,702 6,368 6,485 6,567

misshapen 10,595 10,072 8,838 9,055 9,816 9,644
netrin receptor unc-5 
precursor 10,929 10,748 8,807 9,303 9,478 9,367

CG6203-RA 12,067 11,950 11,410 11,657 11,418 11,609
CG6203-RA 7,289 7,343 6,522 7,462 7,783 7,683
bluestreak 9,745 9,464 8,800 9,032 9,322 9,243
no optic lobe 5,513 4,706 4,669 6,079 6,448 6,716
pox neuro 5,981 6,157 3,850 3,559 3,902 3,355
cadherin-n 9,583 8,831 8,225 7,431 7,689 7,538
astray 8,858 10,627 7,807 8,587 7,603 7,913
costa 9,951 9,678 9,250 9,899 9,354 9,433
daughters against dpp 9,223 9,422 8,037 7,707 7,749 8,285
transcription factor 
glial cells missing 2 7,148 6,835 4,435 4,292 4,782 4,436

sticks and stones 8,772 8,525 6,820 8,544 8,137 7,838
grim 8,845 8,169 7,895 7,411 7,526 8,285
nervous fingers 1 12,417 12,061 11,248 11,319 11,380 10,804
big brain 7,907 7,007 4,599 4,587 4,710 4,711
hormone-receptor-
like in 78 9,805 9,774 8,945 8,753 8,621 8,791

CG1587-RC 11,824 11,944 11,181 11,476 11,569 11,520
misexpression 
suppressor of ksr 2 10,657 10,360 8,619 8,312 8,914 8,671

misexpression 
suppressor of ksr 2 10,306 9,436 9,010 9,027 8,352 8,285

histidine decarboxylas 5,485 6,134 3,433 2,874 3,689 2,860
hu li tai shao 6,975 5,821 4,778 5,001 5,176 5,006
hu li tai shao 11,619 11,640 11,023 11,146 11,156 11,044
klingon 11,200 11,129 9,159 7,770 9,515 8,133
camp-dependent 
protein kinase r1 10,090 10,323 8,956 8,833 9,041 8,880

jun-related antigen 9,535 9,626 8,156 8,522 9,627 9,364
discs large 1 9,455 8,964 8,469 8,556 7,744 8,463
cg7037-pb, isoform b 11,150 10,320 9,626 9,412 9,660 9,460
ninjurin a 8,324 8,847 6,641 6,717 5,794 6,263
spire 8,801 8,591 7,320 7,744 7,538 7,065
CG4615-RA 9,996 9,931 8,386 8,927 9,274 9,241
protein tyrosine 
phosphatase 61f 10,596 10,883 9,965 9,810 11,198 10,951

cg33960-pa 6,112 5,380 5,066 4,550 4,987 4,698
signal-transducer 
and activator of 
transcription protein 
at 92e 

11,523 11,341 10,873 11,183 10,506 10,744

supernumerary limbs 10,295 10,211 9,526 9,858 9,957 9,671
adh transcription facto 11,283 11,166 10,411 10,818 11,042 11,112
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spectrin 12,172 11,961 11,530 11,487 11,575 11,456
tincar 8,529 7,979 6,240 5,136 5,801 5,645
tincar 6,376 5,670 4,926 4,992 5,044 4,766
tincar 9,076 9,449 7,455 5,956 6,521 6,142
tincar 7,660 7,584 6,582 5,755 6,350 6,083
cg9403-pc, isoform c 7,891 7,621 6,759 8,252 8,374 8,203
commissureless 8,987 9,344 8,298 7,672 8,006 7,539
doughnut on 2 8,218 8,431 6,385 7,568 8,183 8,154
bearded 10,984 10,819 9,577 8,541 8,081 8,435
thread 11,307 11,369 10,316 10,197 10,963 10,814
leak 10,689 10,563 9,751 9,984 10,168 9,003
scabrous 6,765 7,374 6,077 5,618 6,457 6,218
scabrous 10,220 10,690 9,504 8,634 8,858 9,094
dynein heavy chain 64 11,312 11,034 10,234 10,432 10,531 10,556
dynein heavy chain 64 6,243 4,972 5,327 6,226 5,807 5,733
flightin 6,175 7,156 4,540 3,410 3,317 3,326
cappuccino 9,003 9,013 7,961 7,693 6,950 7,253
neuroglian 10,806 11,305 10,069 9,600 10,485 10,701
leukocyte-antigen-
related-like 10,167 9,881 8,504 8,728 8,922 8,638

hibris 12,387 11,858 11,204 11,623 10,996 10,640
down syndrome cell 
adhesion molecule 10,023 10,077 9,044 9,600 9,440 9,024

tnf-receptor-
associated factor 2 10,336 10,196 9,355 9,889 9,892 9,710

connector of kinase 
to ap-1 10,595 10,880 9,583 9,747 10,096 9,972

capricious 7,860 7,347 6,630 6,508 7,098 7,034
capricious 7,860 7,347 6,630 6,508 7,098 7,034
kinesin associated 
protein 3 10,882 10,074 9,812 9,702 9,546 9,455

extra macrochaetae 12,034 12,146 11,444 11,094 11,342 11,112
Heparan sulfate 3-O 
sulfotransferase-B 9,768 9,499 7,092 5,330 6,520 5,516

cg10068-pa 10,586 10,209 8,984 8,061 8,765 8,337
inturned 6,154 6,314 5,246 5,145 4,951 5,278
toll 10,432 10,632 7,790 7,758 7,018 6,800
apterous 10,901 9,681 8,352 9,338 10,044 9,318
apterous 8,538 7,218 6,449 7,651 8,514 7,518
semaphorin 5c 8,322 9,032 6,910 7,701 6,721 6,990
shotgun 7,910 6,853 6,451 7,499 8,181 7,944
patched 6,435 5,758 5,739 6,558 6,394 6,226
g protein 49b 6,076 5,199 4,940 5,368 7,131 7,525
muscle lim protein at 7,500 7,482 6,651 6,090 6,891 6,822
clathrin heavy chain 12,401 12,412 11,396 11,282 11,974 11,877
protein kinase dik2 10,792 10,552 9,482 9,863 10,108 10,192
fasciclin 2 9,145 9,510 7,452 6,434 6,929 6,666
wrinkled 7,045 6,994 5,990 6,804 5,778 5,907
wishful thinking 10,246 9,327 7,489 6,599 7,134 6,064
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abl tyrosine kinase 9,140 8,940 7,843 7,771 8,780 8,598
liquid facets 11,358 11,021 10,720 10,463 10,390 10,486
calcium/calmodulin-
dependent protein 
kinase ii 

9,188 8,752 7,578 8,634 8,144 8,564

breathless 5,405 5,451 4,793 4,693 5,243 5,198
atonal 8,168 8,282 5,313 4,467 4,927 4,847
female sterile (2) ltop 8,904 8,946 7,529 8,707 9,767 9,379
CG30132-RB 11,435 11,376 10,522 10,352 10,574 10,566
meiotic w68 8,809 8,709 7,691 7,814 8,916 8,523
meiotic w68 11,435 11,376 10,522 10,352 10,574 10,566
gustavus 11,874 11,696 11,251 11,540 11,468 11,395
knockout 7,889 7,944 6,568 6,854 7,061 7,251
dystroglycan 11,908 11,751 10,033 9,550 9,596 9,225
ribonuclear protein at 9,732 9,315 7,369 8,322 8,916 8,677
cg1520-pb, isoform b 7,500 7,261 6,619 7,429 7,856 7,755
cg1520-pb, isoform b 9,939 9,754 9,011 9,506 9,595 9,375
actin 5c 11,953 11,280 10,215 9,370 9,796 9,486
actin 5c 12,090 11,871 10,709 10,763 11,523 11,303
actin 5c 11,974 11,295 10,191 9,343 9,743 9,329
odorant-binding prote 10,713 12,366 7,488 5,150 5,194 5,489
netrin-a 8,561 8,079 6,823 5,846 5,454 5,227
single-minded 9,658 8,587 6,269 4,719 7,095 5,782
cg5423-pa 8,986 7,919 6,011 4,688 6,114 5,430
glutamic acid 
decarboxylase 1 11,046 11,670 9,439 3,284 5,245 3,207

eyeless 9,673 9,810 8,115 7,443 9,759 10,246
slouch 8,229 9,022 5,830 3,942 5,017 4,490
jelly belly 8,756 8,532 7,628 6,759 5,427 6,029
roughoid 7,711 7,612 6,145 3,668 5,209 4,404
cg4328-pa 9,009 8,608 7,218 5,787 5,690 5,475
outstretched 8,763 8,454 5,622 4,324 4,322 4,167
stall 6,908 4,688 5,607 4,294 4,423 4,694
cg12789-pa, isoform a 10,493 9,925 9,200 5,761 4,873 4,760
beaten path iia 10,179 9,315 7,192 4,991 4,565 4,769
shaven 8,345 6,660 5,211 3,402 3,641 3,956
barh1 8,723 8,464 6,885 4,791 6,402 5,672
extra-extra 8,314 7,231 6,583 5,554 4,668 4,975
huckebein 8,058 8,606 6,049 3,811 4,197 3,945
knot 9,686 9,406 7,278 6,086 8,028 9,044
e(spl) region transcrip 9,832 9,728 7,147 5,367 4,904 4,681
dachsous 8,318 9,603 7,034 5,755 4,705 5,140
heartless 8,411 8,383 7,670 3,548 4,339 4,797
cg10382-pa 10,567 10,627 10,553 5,020 4,552 4,877
singed 11,575 11,172 10,401 9,324 9,425 9,624
shaggy 10,451 10,485 10,197 8,248 8,034 8,546
plexin b 10,513 10,532 10,220 9,273 9,190 9,606
smooth 11,009 11,369 10,849 9,341 8,639 9,041
trachealess 8,488 8,979 8,401 7,284 6,879 6,903
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hemipterous 9,013 8,761 9,855 7,874 8,478 8,589
amyloid protein 
precursor-like 12,257 12,318 11,579 10,033 10,986 11,315

cg3132-pa 10,512 9,402 7,991 6,399 6,421 5,806
toll 8,910 7,903 8,901 7,169 5,860 6,847
fasciclin 2 10,793 10,654 10,255 8,099 8,226 8,698
fasciclin 2 9,744 9,653 10,203 8,222 7,244 7,501
fasciclin 2 9,948 10,054 8,803 6,932 7,544 7,680
cg10699-pa, isoform a 9,242 9,304 8,799 6,055 4,784 5,756
leonardo protein 12,690 12,774 11,956 10,871 10,502 10,727
tailup 9,866 9,566 8,348 6,089 5,935 6,268
reversed polarity 11,559 10,939 10,179 5,406 5,919 6,229
cg18350-pj, isoform j 11,532 10,555 11,053 7,928 8,328 9,117
putative neural-
cadherin 2 precursor 5,058 4,785 5,030 4,252 4,652 4,664

CG5336-RA 10,457 9,850 9,742 8,951 9,284 9,474
hedgehog 5,837 7,087 7,404 5,164 5,711 5,743
ecdysone-induced 
protein 63f 1 8,649 7,695 6,837 4,076 3,474 4,228

ocelliless 11,127 10,636 10,249 7,635 6,414 7,641
engrailed 8,397 8,679 8,428 6,654 5,113 5,931
don juan 5,673 6,588 6,324 5,416 4,800 4,654
cg1975-pa 9,712 9,726 8,486 6,848 6,024 6,290
zn finger homeodoma 10,723 10,224 9,962 8,719 8,411 8,689
empty spiracles 7,519 8,273 7,091 5,065 3,939 4,140
e(spl) region transcrip 10,503 11,443 9,203 6,943 6,380 6,610
knirps 5,198 5,307 5,487 4,265 3,434 3,940
wings up a 7,827 8,881 8,495 7,829 7,173 7,388
kruppel 7,664 7,911 7,657 6,707 6,192 6,493
drep3 6,039 6,114 6,991 5,856 5,594 5,912
beaten path ib 10,059 10,198 8,779 7,141 6,651 6,931
decapentaplegic 7,644 8,534 8,383 6,561 5,187 5,757
CG7588-RA 4,856 6,436 7,296 5,827 5,518 6,091
short gastrulation 7,718 8,417 8,965 7,131 6,494 6,929
upheld 5,839 7,478 6,782 5,528 5,705 6,064
fork head 8,988 8,299 7,831 6,125 5,652 5,892
g protein 49b 10,952 10,623 10,102 9,413 8,540 8,686
camp-dependent 
protein kinase 1 10,778 10,570 10,350 9,305 8,990 9,288

abnormal 
chemosensory jump 
6 

7,994 7,795 8,657 6,925 6,166 6,985

glial cells missing 9,460 8,629 7,416 4,904 6,177 5,899
g protein 1 11,501 11,652 10,451 8,192 8,483 8,108
beaten path ia 9,308 8,353 7,017 4,965 5,638 4,659
cg6589-pa 4,869 4,814 5,202 4,412 3,963 4,411
matrix metalloproteina 5,867 5,483 6,436 5,220 5,232 5,449
midline fasciclin 10,367 10,165 9,581 5,252 5,687 5,349
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angiotensin 
converting enzyme 8,817 10,235 8,819 5,185 5,371 5,253

kelch 11,751 11,781 11,134 9,202 9,888 10,780
mastermind 11,506 11,157 10,338 9,245 8,773 8,836
bangles and beads 10,620 11,260 10,249 6,535 5,874 6,256
abdominal b 6,534 6,981 7,531 5,999 5,556 6,179
g protein o 47a 12,110 12,206 11,215 10,400 10,301 10,395
paramyosin 5,907 6,692 6,615 5,633 5,208 5,251
paramyosin 6,754 7,399 7,747 6,402 6,592 6,557
wingless 8,289 8,807 7,851 5,696 4,847 5,981
echinus 7,587 8,024 9,152 6,948 6,851 7,172
CG4322-RA 8,707 9,488 7,724 5,630 5,472 6,130
lozenge 7,011 6,735 7,503 5,355 5,391 5,857
dachshund 11,962 11,983 10,955 9,937 9,244 7,976
CG2082-RC 8,870 10,231 8,502 6,080 6,203 6,515
cg18144-pa 7,159 7,361 7,190 5,635 5,009 4,833
CG1776-RA 6,202 7,440 8,586 7,074 6,167 6,637
kin of irre 8,454 8,226 8,418 6,599 5,727 6,291
multiple edematous w 7,330 7,446 6,550 5,559 5,405 5,320
cg7860-pa 8,343 7,732 8,681 5,933 6,134 6,036
cg32130-pb, isoform b 8,148 9,565 7,949 7,078 8,235 7,366
serrate 10,117 10,372 9,363 7,570 7,148 6,762
capricious 10,236 9,857 9,893 8,607 8,225 8,884
cg18214-pc, isoform c 11,892 11,514 10,663 9,736 9,348 8,674
CG9954-RA 11,430 11,056 11,302 10,401 10,904 10,773
rhomboid 9,359 9,827 9,396 8,137 8,785 9,273
cg18389-pa 6,093 5,725 6,284 5,509 5,529 5,205
misexpression 
suppressor of ksr 2 8,443 7,606 7,876 7,111 6,531 6,999

ecdysone-induced 
protein 74ef 11,550 10,226 10,015 6,959 6,233 6,585

mirror 9,811 9,743 8,173 6,405 6,131 6,389
mirror 8,734 9,153 8,977 7,236 6,682 7,229
labial 6,100 6,338 5,327 4,224 3,949 3,896
cg15630-pa 6,975 6,808 6,942 5,177 4,621 5,059
tincar 9,076 9,449 7,455 5,956 6,521 6,142
tincar 7,660 7,584 6,582 5,755 6,350 6,083
wengen 10,642 10,949 9,880 9,259 8,373 8,647
synaptotagmin 11,226 11,710 9,935 7,372 6,983 7,028
Myofilin 8,490 8,763 8,422 7,383 6,998 7,321
embryonic lethal, 
abnormal vision 12,117 11,840 11,403 10,470 10,976 11,107

netrin-b 11,332 11,444 10,242 8,937 8,663 8,933
polychaetoid 10,940 10,885 10,897 9,692 8,659 9,285
cg17754-pd, isoform d 9,015 8,994 9,557 8,967 8,703 8,651
sevenless 7,194 7,491 6,382 5,560 5,532 5,460
spire 9,367 9,483 9,910 9,030 8,353 8,827
RhoGAPp190 11,111 11,204 10,456 9,239 9,404 9,337
cut 10,096 10,257 10,182 9,401 8,893 9,355
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cut 10,533 9,605 9,745 7,219 6,470 7,392
cg8250-pa 11,196 10,779 9,768 7,050 6,300 6,545
forkhead domain 3f 4,776 4,871 5,783 4,576 4,280 4,435
male-specific rna 84dd 6,131 6,671 7,378 5,712 5,611 6,062
nubbin 7,559 8,000 7,156 4,858 4,219 5,006
frizzled 10,312 10,187 9,317 8,005 7,828 7,735
connectin 10,273 10,035 9,815 7,971 8,166 8,022
barh2 8,942 8,476 8,527 6,503 6,758 7,098
cg7462-pc, isoform c 10,710 10,574 9,328 8,432 8,353 7,335
hemese 6,529 8,358 7,767 6,067 5,713 5,355
ecdysone-induced 
protein 75b 9,686 10,159 9,431 8,355 8,264 7,971

d-ptx1 8,418 8,588 7,623 5,522 5,013 5,172
spatzle 9,597 9,558 8,762 7,575 7,018 7,857
drop 8,028 8,484 7,340 4,691 4,171 4,789
fasciclin 3 10,133 10,320 9,635 8,379 8,114 8,242
fasciclin 3 8,425 8,198 7,449 6,597 6,000 6,081
slow border cells 4,248 4,370 5,061 4,208 3,997 4,229
neither inactivation 
nor afterpotential e 6,492 6,523 7,405 5,840 5,866 6,170

Gene                  wt
bratk06028/

+ L3 
brain

bratk06028 

L3 brain
bratk06028 

T1
bratk06028 

T5
bratk06028 

T10
Replication protein A2 11,253 11,732 12,314 12,194 12,620 12,529
flap endonuclease 1 10,392 10,424 11,031 10,455 11,203 11,169
mutagen-sensitive 30 9,889 9,909 10,843 11,003 10,709 10,668
CG7246-RA 7,158 7,285 8,794 8,303 8,306 8,339
lodestar 9,799 9,615 10,596 11,065 10,799 10,898
Ku80 8,655 8,961 10,114 10,546 11,030 10,724
dna repair protein rad 9,024 9,002 9,654 9,837 10,085 10,177
CG5602-RA 10,093 10,494 10,908 10,952 11,475 11,480
inverted repeat-
binding protein 8,663 9,258 10,568 10,921 11,471 11,116

cg5041-pa 9,263 9,278 9,899 9,996 10,242 10,062
CG8169-RA 9,054 9,663 10,263 10,717 10,817 10,915
o-6-alkylguanine-dna 
alkyltransferase 8,675 7,972 10,811 11,390 10,875 10,625

CG5524-RA 9,027 9,284 9,834 10,402 10,626 10,441
meiotic recombination 9,988 10,856 11,206 11,478 12,113 11,940
replication-factor-c 
40kd subunit 11,682 12,045 12,560 12,604 12,748 12,583

cg7602-pb, isoform b 7,889 7,477 8,653 8,885 9,736 9,374
 CG11482-RA 8,144 8,182 9,594 9,503 10,721 10,573
cg6339-pa 9,526 10,041 10,909 11,235 11,894 11,768
replication factor c 
38kd subunit 10,495 10,547 11,084 11,070 10,967 10,882

mutagen-sensitive 21 10,730 10,809 11,491 11,788 12,102 12,136

GO:0006281:DNA repair
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dna polymerase 180kd 7,338 6,739 8,684 9,070 8,405 8,052
mitochondrial single 
stranded dna-binding 
protein 

11,914 11,728 12,700 12,705 12,195 12,275

mutagen-sensitive 20 7,549 8,009 9,250 9,966 10,620 10,427
dna polymerase eta 8,568 8,152 9,709 10,223 9,850 9,788
CG1828-RB 11,945 12,107 12,546 12,182 12,855 12,706
spellchecker1 8,167 8,406 9,069 9,648 9,880 9,918
spindle b 7,404 6,803 8,009 8,934 8,911 8,816

Gene                  wt
bratk06028/

+ L3 
brain

bratk06028 

L3 brain
bratk06028 

T1
bratk06028 

T5
bratk06028 

T10
aspartyl-trna syntheta 11,172 11,385 12,046 11,753 11,999 11,989
scribbled 6,455 6,787 7,808 7,076 7,291 7,368
scribbled 7,356 7,256 8,334 7,800 8,255 8,254
scribbled 9,568 9,075 10,360 10,627 10,478 10,234
spaghetti 10,179 10,075 10,854 10,758 10,770 10,673
cueball 10,415 10,762 11,273 11,161 10,900 10,827
cg33336-pa, isoform a 3,412 3,999 4,222 4,582 4,766 3,965
Downstream of kinase 10,145 9,799 10,950 11,476 10,887 10,862
thor 8,733 10,061 12,164 10,747 11,887 11,813
cg6147-pa 9,448 9,472 10,320 10,084 9,763 9,851
pipe 3,469 3,230 4,715 4,103 3,760 3,938
insulin-like receptor 6,762 6,468 7,681 7,482 7,735 8,370
diminutive 11,667 11,530 12,419 12,547 11,905 12,344
cg5505-pe, isoform e 9,813 9,869 10,660 9,978 10,326 10,263
forkhead box, sub-gro 8,522 8,509 9,481 9,540 9,430 9,734

Gene                  wt
bratk06028/

+ L3 
brain

bratk06028 

L3 brain
bratk06028 

T1
bratk06028 

T5
bratk06028 

T10
nebbish 8,404 8,677 9,888 9,759 10,338 10,046
CG33131-RA 9,312 10,301 10,691 10,730 11,178 10,857
z600 5,072 4,885 6,526 7,998 8,736 8,179
non-claret disjunction 10,461 10,872 11,591 11,472 11,976 11,674
rough deal 8,934 9,195 9,754 9,917 10,595 10,402
loki 9,611 10,189 10,744 11,207 11,503 11,557
borealin 11,262 11,470 11,980 11,698 11,955 11,909
minichromosome 
maintenance 2 10,172 10,675 11,639 11,505 11,769 11,636

telomere fusion 9,546 10,378 10,797 10,882 10,998 11,070
la related protein 6,743 6,440 7,410 7,852 7,938 7,934
origin recognition 
complex subunit 2 8,279 8,270 9,543 9,728 10,141 10,005

zwilch 8,836 9,093 9,838 10,395 10,541 10,374

GO:0001558:regulation of cell g

GO:0007067:mitosis
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CG31864-RA 10,963 10,774 11,636 11,875 11,805 11,671
cg5018-pa 8,674 9,111 9,545 9,601 9,785 9,586
minichromosome 
maintenance 6 11,083 11,526 11,749 12,086 12,404 12,257

aurora 9,151 9,120 9,974 10,296 9,956 9,805
meiotic recombination 9,988 10,856 11,206 11,478 12,113 11,940
three rows 9,474 9,391 10,262 10,448 10,919 10,994
pimples 10,722 10,811 11,385 11,798 11,783 11,751
replication-factor-c 
40kd subunit 11,682 12,045 12,560 12,604 12,748 12,583

separase 8,120 8,649 9,572 9,963 9,767 9,689
cenp-meta 9,567 9,729 10,175 10,707 10,218 10,238
cyclin e 10,622 11,058 11,400 11,765 11,803 12,056
gluon 10,117 10,185 10,838 10,886 11,364 11,293
fizzy 10,274 10,539 11,148 11,285 11,098 11,120
cg12010-pa, isoform a 7,882 7,835 8,923 9,668 10,060 10,082
cg6512-pa, isoform a 10,782 11,080 11,641 11,672 11,639 11,604
CG2658-RB 9,255 9,427 10,510 10,427 10,571 10,484
greatwall 8,035 8,196 9,635 10,209 10,172 10,039
mitotic checkpoint 
control protein 
kinase bub1 

9,919 9,886 10,605 10,907 10,805 10,564

cg14444-pb, isoform b 6,983 7,533 8,746 8,652 7,307 7,879

Gene                 wt
bratk06028/

+ L3 
brain

bratk06028 

L3 brain
bratk06028 

T1
bratk06028 

T5
bratk06028 

T10
pavarotti 9,816 10,234 10,969 10,840 11,297 11,033
vein 7,094 7,705 8,178 9,022 8,620 8,381
sanpodo protein 9,709 9,315 10,350 10,780 10,852 10,832
cyclin e 10,622 11,058 11,400 11,765 11,803 12,056
gluon 10,117 10,185 10,838 10,886 11,364 11,293
pointed 8,679 8,925 9,907 10,131 10,703 11,030
cg31020-pa 9,709 9,315 10,350 10,780 10,852 10,832
inscuteable 10,653 10,547 11,686 12,342 11,763 11,716
sticky ch1 8,705 9,048 9,741 9,062 9,256 9,111
pebble 10,460 10,693 11,138 11,259 11,418 11,369
ventral veins lacking 9,264 9,403 9,857 9,977 10,020 10,405
vegetable 8,930 8,868 9,766 10,021 10,090 10,136
three rows 9,474 9,391 10,262 10,448 10,919 10,994

Gene                 wt
bratk06028/

+ L3 
brain

bratk06028 

L3 brain
bratk06028 

T1
bratk06028 

T5
bratk06028 

T10
non-claret disjunction 10,461 10,872 11,591 11,472 11,976 11,674
kinesin-like protein at 9,931 10,178 10,828 10,967 11,044 10,932

GO:0007422:peripheral nervous system d

GO:0051299:centrosome separa
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aurora 9,151 9,120 9,974 10,296 9,956 9,805
la related protein 6,743 6,440 7,410 7,852 7,938 7,934

Gene                 wt
bratk06028/

+ L3 
brain

bratk06028 

L3 brain
bratk06028 

T1
bratk06028 

T5
bratk06028 

T10
miranda 9,153 9,033 10,671 11,009 11,233 11,141
aurora 9,151 9,120 9,974 10,296 9,956 9,805
staufen 11,970 11,934 12,676 12,808 12,758 12,800
inscuteable 10,653 10,547 11,686 12,342 11,763 11,716

Gene                 wt
bratk06028/

+ L3 
brain

bratk06028 

L3 brain
bratk06028 Tbratk06028 T5bratk06028 T1

mitochondrial 
ribosomal protein l42 

10,399 10,489 11,250 11,487 10,599 10,529

mitochondrial 
ribosomal protein l9 9,839 10,511 11,065 11,083 11,181 11,179

mitochondrial 
ribosomal protein l17 

10,427 10,579 11,057 11,209 11,155 11,116

mitochondrial 
ribosomal protein 
s30 

10,329 10,616 11,168 10,993 11,209 11,122

mitochondrial 
ribosomal protein 
s29 

9,986 10,492 10,679 10,694 11,262 11,168

cg31842-pa 10,136 10,311 10,912 10,743 10,936 10,671

mitochondrial 
ribosomal protein l28 

10,204 10,345 11,148 11,133 11,398 11,224

mitochondrial 
ribosomal protein 
s28 

10,917 11,268 11,551 11,917 11,882 11,923

mitochondrial 
ribosomal protein l4 10,030 10,266 10,868 10,939 10,797 10,673

mitochondrial 
ribosomal protein l45 

9,471 10,124 10,789 11,000 11,236 11,141

mitochondrial 
ribosomal protein s2 9,712 9,465 10,568 10,190 9,857 9,501

mitochondrial 
ribosomal protein 
s34 

10,400 10,658 11,297 11,335 11,151 10,969

GO:0005840:ribosome

GO:0008105:asymmetric protein localizat
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mitochondrial 
ribosomal protein 
s18c 

8,649 8,394 9,558 9,534 9,019 8,927

Gene                 wt
bratk06028/

+ L3 
brain

bratk06028 

L3 brain
bratk06028 Tbratk06028 T5bratk06028 T1

thioredoxin reductase 11,014 11,806 11,178 11,072 12,138 12,006
cg5703-pa 10,183 11,000 10,328 10,028 11,278 11,214
cg18624-pb, isoform b 11,102 11,880 11,712 11,584 12,182 12,255
cg9172-pb, isoform b 10,924 11,617 11,184 10,853 11,908 11,903
cg6914-pa 4,502 4,596 4,482 4,612 5,159 4,647
CG3621-RA 9,616 10,615 9,833 10,026 10,479 10,626
CG12203-RA 9,846 9,825 9,594 9,673 10,742 10,768

Gene                 wt
bratk06028/

+ L3 
brain

bratk06028 

L3 brain
bratk06028 

T1
bratk06028 

T5
bratk06028 

T10
probable ribosome 
biogenesis protein 
rlp24 

12,098 12,652 12,553 12,418 13,169 13,107

CG12413-RA 7,307 7,816 6,980 7,706 8,796 8,367
CG40068-RA 4,842 4,879 4,839 4,491 5,433 4,941
cg9805-pa 11,789 11,941 12,141 11,878 12,379 12,312
mystery 45a 9,645 9,978 9,938 9,870 10,688 10,502
CG7414-RB 11,908 12,340 12,171 12,190 12,779 12,791
ligatin 9,937 9,836 10,343 10,437 11,343 11,259
rrna (uridine-2'-o-)-
methyltransferase 7,595 7,999 7,475 8,116 8,962 8,837

iron regulatory protein 9,609 10,067 10,137 9,808 11,047 10,885
eIF2B-gamma 10,829 10,847 11,178 10,957 11,576 11,384
cg33100-pa 7,783 7,618 7,281 8,134 8,918 8,822
CG7039-RA 8,895 8,945 8,797 8,846 9,513 9,292
eukaryotic 
translation initiation 
factor 2 alpha 
subunit 

11,239 11,746 10,916 11,329 12,250 12,117

Gene                 wt
bratk06028/

+ L3 
brain

bratk06028 

L3 brain
bratk06028 

T1
bratk06028 

T5
bratk06028 

T10
pasilla 7,149 8,326 7,677 8,049 9,063 9,360
crooked neck 10,290 10,460 10,163 10,479 11,237 11,109
CG8001-RA 9,047 9,074 9,380 9,673 10,402 10,350

GO:0016651:oxidoreductase activity, acting on NAD

GO:0022613:ribonucleoprotein complex biogenesis 

GO:0016071:mRNA metabolic p
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tsunagi 11,672 12,245 11,606 11,482 12,368 12,202
CG6227-RA 9,032 9,319 8,830 9,178 9,697 9,464
probable rna 3'-
terminal phosphate 
cyclase-like protein 

9,153 9,615 9,664 9,580 10,683 10,520

stem-loop binding pro 10,745 11,208 11,578 11,504 12,545 12,313
CG10279-RE 11,877 12,172 11,670 11,914 12,663 12,605
CG9606-RA 10,070 10,322 10,278 10,177 10,687 10,708
CG15897-RA 9,261 9,579 9,218 9,137 10,048 9,736
cg6197-pa 10,046 10,254 9,397 10,124 11,163 11,006
cg6322-pa 9,950 9,991 10,098 10,016 10,673 10,587
CG1972-RA 10,174 10,764 10,732 10,904 11,824 11,792
cg11184-pc, isoform c 9,629 9,767 9,019 9,834 10,583 10,473
cap binding protein 80 9,084 9,151 8,372 9,259 9,703 9,891
cap binding protein 80 9,679 10,253 9,606 9,793 10,770 10,627
lethal (1) G0007 9,933 10,352 10,448 10,345 11,473 11,429
virilizer 8,265 8,483 7,793 8,335 8,986 8,665
cg11183-pa 10,048 10,369 10,201 10,172 10,817 10,552
cg1810-pa 10,944 10,969 11,192 10,963 11,689 11,501
CG12343-RA 10,349 10,437 10,849 10,655 11,395 11,151
mitochondrial 
ribosomal protein 
S14

9,029 9,197 9,712 9,532 10,867 10,791

small 
ribonucleoprotein sm 
d3 

10,824 11,492 10,407 10,567 11,658 11,547

cg16903-pa 9,528 10,070 9,634 9,486 10,733 10,524
myb oncogene-like 10,895 11,014 11,222 11,347 12,006 11,935

Gene                 wt
bratk06028/

+ L3 
brain

bratk06028 

L3 brain
bratk06028 

T1
bratk06028 

T5
bratk06028 

T10
thiolester containing 
protein iv 8,350 9,514 9,780 11,202 10,852 10,255

glutathione s 
transferase d7 4,479 5,508 5,153 6,749 7,189 6,567

gram-negative 
bacteria binding 
protein 1 

7,063 8,188 7,814 8,960 8,595 8,941

cecropin b 6,361 6,337 6,428 7,878 6,644 8,651
attacin-d 4,098 3,524 4,033 7,181 5,905 8,039
cg9675-pa 3,382 3,132 3,425 4,032 3,992 4,040
attacin-b 7,680 7,307 8,433 10,675 8,819 10,665
CG2887-RA 5,239 4,927 5,119 6,969 5,873 5,876
tollo 9,074 9,876 9,606 10,782 10,389 10,175
cecropin c 6,346 5,465 5,561 8,729 8,327 9,916
drosomycin-like 4,378 3,675 4,044 5,952 5,927 5,477

GO:0006952:defense response
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peptidoglycan 
recognition protein lf 5,464 6,032 5,663 6,639 7,530 7,440

gram-negative 
bacteria binding 
protein 3 

7,448 8,413 7,748 8,812 9,709 9,612

cg31296-pa 3,302 2,840 3,217 3,912 3,939 4,216
stubble 5,533 5,930 5,173 6,229 6,474 5,973
attacin-b 7,680 7,307 8,433 10,675 8,819 10,665
peptidoglycan-
recognition protein-
sc1a/b precursor 

3,738 3,717 3,909 4,406 4,783 4,770

cg9270-pa, isoform a 3,755 3,789 4,096 4,511 4,755 4,751
cg7627-pa 8,768 8,952 8,655 9,928 8,985 9,434
map kinase p38b 10,894 11,034 11,169 11,494 11,469 11,409
chaoptic 6,535 6,208 5,650 7,416 7,378 6,892
persephone 5,514 5,687 5,858 6,337 6,136 5,817
cg31793-pa 8,283 8,279 8,430 9,701 9,914 9,414
glutathione s 
transferase d6 3,881 3,855 4,846 6,892 7,732 6,946

nudel 3,717 3,536 4,404 4,968 4,932 5,062
cg31792-pa 3,979 4,063 4,008 5,217 5,574 5,608
immune-induced 
peptide 18 precursor 4,388 4,113 4,943 6,140 5,185 5,582

CG12375-RA 9,421 9,779 9,250 10,153 10,504 10,500
phosphotidylinositol 
3 kinase 68d 8,885 8,325 8,421 9,620 9,497 9,283

cg32679-pa 4,868 4,436 5,068 6,077 6,306 5,998
mitogen-activated 
protein kinase 14a 9,046 8,438 9,184 10,059 9,897 10,361

Gene                 wt
bratk06028/

+ L3 
brain

bratk06028 

L3 brain
bratk06028 

T1
bratk06028 

T5
bratk06028 

T10
mothers against dpp 9,256 9,192 9,344 10,042 10,144 9,881
medea 6,682 6,518 6,905 7,521 7,646 7,284
abnormal spindle 10,434 10,824 10,724 11,140 11,208 10,998
punt 9,339 9,112 9,432 9,960 9,727 9,738
bag of marbles 5,168 5,002 4,379 6,595 7,605 7,583
aubergine 7,049 5,865 6,877 10,659 9,546 10,054

Gene                 wt
bratk06028/

+ L3 
brain

bratk06028 

L3 brain
bratk06028 

T1
bratk06028 

T5
bratk06028 

T10
CG10834-RA 3,468 3,766 3,787 4,548 4,049 4,162
no distributive disjunc 8,690 8,377 8,647 9,662 9,556 9,458
CG9595-RA 5,083 5,146 4,737 6,783 6,052 5,918

GO:0007017:microtubule-based

GO:0017145:stem cell division
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mushroom body defec 5,750 6,000 5,808 7,607 7,570 7,506
Cyclin B 11,349 11,567 11,392 12,100 12,034 12,099
CG13809-RA 5,165 4,676 5,743 7,612 8,175 7,345
Cyclin-dependent 
kinase subunit 30A 10,104 10,660 11,070 11,811 11,814 11,853

bag of marbles 5,168 5,002 4,379 6,595 7,605 7,583
Dynein heavy chain at 7,329 7,554 8,388 9,665 10,198 10,512
CG5300-RA 8,322 8,881 8,038 9,222 8,919 8,910
Kinesin-like protein at 9,340 9,513 9,820 10,135 10,611 10,529
Dynein heavy chain at 4,091 3,726 3,716 4,684 5,009 4,696
bazooka 8,123 7,436 8,284 9,240 9,086 8,809
milton 8,233 7,451 8,061 8,940 9,082 9,069
abnormal spindle 10,434 10,824 10,724 11,140 11,208 10,998
twine 7,871 8,111 7,047 8,743 8,679 8,785
gamma-Tubulin at 37C 6,077 5,869 5,161 8,236 6,706 5,828
CG6176-RA 10,246 10,336 10,543 11,086 10,907 10,914
Bicaudal D 9,589 9,537 9,744 10,467 10,222 10,215
Dynein heavy chain at 4,696 4,252 5,278 5,753 7,307 6,248
CG12306-RA 11,750 11,955 12,106 12,410 12,490 12,470
lethal (1) discs degen 9,471 9,569 9,804 10,348 10,477 10,437



Anexo Tabla IX

Anexo Tabla IX 
16



Anexo Tabla IX

Anexo Tabla IX 
17



Anexo Tabla IX

Anexo Tabla IX 
18



Anexo Tabla IX

Anexo Tabla IX 
19



Anexo Tabla IX

Anexo Tabla IX 
20



Anexo Tabla IX

Anexo Tabla IX 
21



Anexo Tabla IX

Anexo Tabla IX 
22



Anexo Tabla IX

Anexo Tabla IX 
23



Anexo Tabla IX

Anexo Tabla IX 
24



Anexo Tabla IX

Anexo Tabla IX 
25



Anexo Tabla IX

Anexo Tabla IX 
26

10



Anexo Tabla IX

Anexo Tabla IX 
27

10



Anexo Tabla V

Anexo Tabla V
1

GO:0006350:transcription

Gene

l(3)mbt
s1 vs. 

wt_inj
mirazz176 

vs. wt_inj

bratk06028 

vs. 
wt_inj

pros17 vs. 
wt_inj

l(2)gl4 vs. 
wt_inj

rapsp89/p62 

vs. wt_inj
piefke 1,008 1,825 1,515 1,439 1,554 1,844
CG10414-RA -1,289 1,481 1,403 1,404 1,381 1,347
cg15725-pa -1,771 1,037 1,258 1,356 -1,429 1,036
tbp-associated factor 8 -1,243 1,772 2,040 1,846 1,352 1,871
enhancer of yellow 1 -1,455 1,767 1,988 1,671 1,573 1,931
phosphodiesterase 8 -2,016 2,545 1,273 1,028 -1,178 1,070
rab-related protein 4 1,181 1,957 2,009 2,253 1,741 2,189
dorsal interacting protein 3 -1,688 1,521 1,349 1,542 1,719 1,563
kohtalo -1,696 1,010 -1,026 1,033 -1,207 1,008
Poly-(ADP-ribose) polymerase -2,350 -1,070 1,152 -1,216 -1,418 1,212
cropped -1,958 -1,237 1,072 -1,148 -1,366 -1,265
transient receptor potential 
channel pyrexia -9,880 -2,836 -3,343 -2,748 -4,869 -5,959

grauzone -1,155 1,344 1,328 1,307 1,560 1,344
suppressor of variegation 2-10 -1,033 1,693 1,597 1,253 1,354 1,891
CG4042-RA 1,082 1,459 1,770 1,590 1,612 1,915
rna polymerase ii 15kd subuni -1,311 1,392 1,054 1,240 1,123 1,213
myb-interacting protein 40 1,027 1,542 1,910 1,560 1,392 1,402
mediator complex subunit 16 -1,398 1,419 1,241 1,167 1,114 1,062
CG6121-RA -1,384 1,480 1,335 1,390 -1,049 1,277
aristaless 1,271 1,715 1,820 2,906 2,445 1,705
cg33545-pa 1,629 4,246 3,168 5,749 5,158 4,413
cg7614-pa 1,203 1,938 2,635 2,525 2,202 2,089
reptin -1,113 1,614 1,732 1,574 2,058 1,776
cyclin-dependent kinase 7 1,325 1,730 3,029 2,382 1,721 1,970
simjang 1,058 1,668 1,756 2,527 3,692 1,780
scribbler -1,099 5,524 3,486 4,330 3,542 3,476
deformed wings -1,042 1,669 1,474 1,498 1,555 1,754
chip -1,818 1,043 1,039 -1,068 -1,203 -1,094
cg4621-pa -1,160 1,895 1,443 1,831 1,575 2,096
enhancer of zeste -1,070 1,607 1,691 1,325 1,357 1,668
mushroom-body expressed -2,261 -1,026 1,001 1,007 1,185 1,065
bicoid-interacting protein 3 -1,592 1,423 1,251 1,273 -1,007 1,256
cg16779-pa -2,010 -1,322 -1,474 -1,465 -1,144 -1,022
blistered 1,200 1,541 2,030 1,974 1,953 2,348
negative elongation factor b 
homolog -1,033 1,577 1,761 1,648 1,444 1,600

CG9797-RA 1,081 2,049 1,562 1,691 1,778 1,778
rna polymerase ii 18kd subuni -1,590 1,729 1,414 1,451 1,726 1,624
cannonball -1,329 3,095 8,615 4,617 3,885 4,747
sox box protein 14 -2,285 1,069 -1,314 1,218 1,030 -1,155
deadpan 2,975 10,033 8,542 5,260 10,809 11,348
minichromosome maintenance 1,403 1,508 2,996 2,218 2,571 2,393
cg3169-pa -1,090 2,292 1,890 2,545 2,376 2,719
supporter of activation of 
yellow protein 1,050 2,226 1,617 1,703 1,288 1,762

longitudinals lacking -2,399 1,394 1,160 -1,149 1,116 1,083
weckle 1,633 2,559 2,462 2,980 2,137 2,729
disc proliferation abnormal 1,091 1,258 2,372 1,757 1,894 1,917
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d-mib -1,363 1,161 1,007 1,261 1,089 1,296
cg10565-pa -1,260 1,342 1,775 1,420 1,611 1,738
cg9650-pa, isoform a -1,492 1,122 1,385 1,329 1,253 1,263
forkhead protein foxf 1,022 1,748 1,476 1,889 2,062 1,856
cg18262-pa -1,606 1,328 1,657 2,053 1,383 1,763
resistance to juvenile hormone -1,058 1,989 1,744 1,792 1,600 1,715
seven up 2,451 9,702 18,625 11,056 13,204 11,194
sex combs extra -1,646 1,211 1,122 1,010 1,144 1,506
serendipity -1,688 1,127 -1,058 -1,084 -1,258 1,102
 CG3281-RA -9,021 1,811 1,291 1,030 1,262 2,009
ets-domain lacking -1,356 2,774 4,414 5,905 5,707 7,279
worniu 3,140 7,694 7,837 6,333 8,024 7,704
extra sexcombs 1,751 2,199 3,733 3,016 3,522 3,240
tata box binding protein-
related factor 2 1,510 2,737 2,911 3,128 2,329 2,118

cg15141-pa 1,306 1,957 1,899 1,806 2,079 2,374
cg2990-pb, isoform b 3,259 5,372 10,786 5,665 7,419 7,539
CG7928-RA 1,158 2,754 1,999 2,400 2,078 2,314
serendipity -1,935 1,030 1,003 -1,124 -1,207 1,207
mediator complex subunit 25 -1,277 1,349 1,175 1,118 1,107 1,244
daughterless 1,040 1,587 1,784 1,552 1,503 1,524

GO:0048477:oogenesis

Gene

l(3)mbt
s1 vs. 

wt_inj
mirazz176 

vs. wt_inj

bratk06028 

vs. 
wt_inj

pros17 vs. 
wt_inj

l(2)gl4 vs. 
wt_inj

rapsp89/p62 

vs. wt_inj
short gastrulation 1,763 -8,152 -3,723 -2,873 -3,395 -3,335
ras-related protein rac2 -1,113 -2,092 -2,471 -2,348 -2,094 -2,002
pipsqueak -1,181 -2,124 -1,645 -2,059 -1,662 -2,145
wingless 3,337 -5,007 -4,193 -1,560 -2,605 -2,471
benign gonial cell neoplasm 15,058 4,317 3,143 4,008 2,149 1,747
modifier of mdg4 -1,187 -1,752 -1,660 -1,558 -1,892 -2,122
myocyte enhancing factor 2 1,486 -2,860 -2,167 -2,893 -1,611 -1,489
protein tyrosine phosphatase 
61f 1,712 1,029 -1,248 -1,299 -1,139 -1,128

midway 2,335 1,152 1,238 1,256 -1,527 -1,010
bunched 4,462 1,603 1,561 1,956 1,501 1,369
domeless 1,661 -1,403 -1,219 -1,540 -1,441 -1,973
signal-transducer and 
activator of transcription 
protein at 92e 

1,228 -1,877 -1,704 -2,166 -1,569 -2,356

thickveins 2,560 1,054 1,078 1,441 1,247 -1,006
outstretched 7,953 -46,037 -26,429 -27,970 -34,221 -26,478
gonadal protein gdl-orf39 3,196 2,268 1,668 1,586 1,884 1,744
ovo 1,445 -6,719 -2,456 -3,285 -2,714 -4,219
female sterile (1) yb 23,520 5,649 2,016 5,086 3,105 2,975
tropomyosin 1 1,233 -1,616 -1,755 -1,518 -1,708 -1,924
cg7660-pb, isoform b 8,532 -1,883 -2,528 -2,108 -9,568 -4,040
egalitarian 1,894 -2,089 -2,095 -1,919 -2,285 -3,094
lambik 1,404 -1,737 -1,803 -1,488 -1,688 -2,233
stand still 6,756 2,004 1,454 1,561 1,171 -1,037
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GO:0005739:mitochondrion

Gene

l(3)mbt
s1 vs. 

wt_inj
mirazz176 

vs. wt_inj

bratk06028 

vs. 
wt_inj

pros17 vs. 
wt_inj

l(2)gl4 vs. 
wt_inj

rapsp89/p62 

vs. wt_inj
mitochondrial ribosomal 
protein s6 1,005 1,713 1,649 2,122 1,732 1,573

import inner membrane 
translocase subunit tim50-c, 
mitochondrial precursor 

-1,113 1,290 1,916 1,422 1,623 1,997

CG5045-RA -1,024 1,656 1,540 2,136 1,440 1,743
cg7314-pb, isoform b -3,604 -1,175 1,570 -1,247 -1,049 1,086
mitochondrial ribosomal 
protein l55 -1,419 1,478 1,826 1,495 2,110 1,951

translocase of outer 
membrane 34 1,013 1,792 1,996 1,716 2,794 1,769

superoxide dismutase 2 (mn) -1,449 1,004 1,343 1,274 1,462 1,165
CG3499-RB -1,369 1,393 1,117 1,187 1,031 1,475
CG6666-RA 1,047 1,505 1,759 1,563 1,842 1,606
thioredoxin reductase-1 -1,449 1,201 1,286 1,364 1,105 1,003
cg5705-pa 1,090 1,987 2,129 1,416 1,721 2,215
CG7639-RA 1,191 1,815 1,975 1,428 1,847 2,285
probable mitochondrial 
import inner membrane 
translocase subunit tim17 1 

-2,419 -1,231 -1,438 1,217 -1,026 -1,008

CG10664-RA -1,489 -1,056 1,135 1,001 1,234 1,098
CG7580-RA -1,194 1,175 1,367 1,267 1,514 1,301
CG1824-RA -1,027 1,774 2,877 2,118 1,582 2,123
probable cysteine 
desulfurase, mitochondrial 
precursor 

1,059 2,442 1,912 1,765 1,989 2,220

no extended memory -4,885 -2,431 -1,204 -1,514 -1,245 -2,061
elongation factor tu 
mitochondrial -1,016 1,344 1,585 1,454 1,834 1,603

mitochondrial ribosomal 
protein s26 -1,214 1,587 1,665 1,455 1,553 1,881

CG12079-RA -1,300 1,021 1,343 1,232 1,318 1,241
cg3683-pa, isoform a -2,997 1,055 1,295 1,226 1,131 1,265
mitochondrial ribosomal 
protein l36 -1,288 1,320 1,217 1,246 1,425 1,316

cg11079-pa, isoform a 1,029 1,562 2,079 2,127 1,814 1,595
calcium-binding 
mitochondrial carrier aralar1 -1,822 1,389 1,481 -1,075 1,247 1,198

juvenile hormone-inducible 
protein 1 2,080 4,510 3,361 2,660 4,431 5,636

cg9172-pb, isoform b -1,356 1,032 1,351 1,414 1,284 1,107
mitochondrial ribosomal 
protein l46 1,114 1,617 2,556 1,631 2,101 2,161

CG12413-RA -1,285 1,900 1,578 1,222 1,159 1,612
CG6783-RC -1,731 -1,201 -1,133 -1,160 -1,129 -1,135
mitochondrial ribosomal 
protein l16 -1,097 1,447 1,728 1,322 1,333 1,766

cg6105-pa -1,494 1,058 1,010 1,013 1,194 1,018
cg32103-pc, isoform c -1,172 1,679 1,324 1,349 1,387 1,487
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CG17280-RA -2,311 -1,231 1,011 -1,031 1,233 -1,077
cg4169-pa -1,748 -1,167 -1,002 -1,075 1,116 -1,051
cg6020-pa -1,406 1,313 1,703 1,274 1,363 1,382
CG5028-RB 1,388 2,918 3,500 4,115 4,070 4,068
CG2453-RA 1,310 1,914 1,907 2,384 1,682 2,060
mitochondrial ribosomal 
protein l43 1,087 1,591 1,750 1,521 1,949 2,009

putative coq7 isologue -1,155 1,431 1,791 2,272 1,481 1,609
cytochrome c proximal -1,629 1,285 1,171 -1,073 1,043 1,312
CG6661-RA -2,622 2,597 2,952 2,342 1,881 1,586
CG12736-RA 1,374 1,697 2,515 2,184 2,022 2,153
nadh:ubiquinone reductase 
23kd subunit precursor -2,419 -1,105 -1,043 -1,251 -1,213 1,009

rieske iron-sulfur protein -1,410 1,126 1,562 1,043 1,310 1,294
mitochondrial ribosomal 
protein l38 1,125 1,427 2,407 1,755 1,445 1,674

succinate dehydrogenase b -1,416 1,308 1,410 1,177 1,395 1,495
pumpless 1,080 1,513 1,905 1,556 1,467 1,829
CG3621-RA -1,657 1,013 1,293 1,181 1,039 1,068

Gene

l(3)mbt
s1 vs. 

wt_inj
mirazz176 

vs. wt_inj

bratk06028 

vs. 
wt_inj

pros17 vs. 
wt_inj

l(2)gl4 vs. 
wt_inj

rapsp89/p62 

vs. wt_inj
bitesize 5,449 -2,478 1,025 1,294 1,822 1,002
ras-related protein rac2 -1,113 -2,092 -2,471 -2,348 -2,094 -2,002
rasputin 2,232 1,574 1,425 1,202 1,333 1,396
wingless 3,337 -5,007 -4,193 -1,560 -2,605 -2,471
steamer duck -1,081 -1,895 -1,606 -1,590 -1,629 -1,996
four-jointed 3,836 1,250 -1,036 -1,639 -1,279 -1,213
domeless 1,661 -1,403 -1,219 -1,540 -1,441 -1,973
scab -6,140 -14,132 -8,893 -17,131 -16,764 -21,284
polychaetoid 1,118 -2,031 -2,350 -2,295 -1,762 -1,854
thickveins 2,560 1,054 1,078 1,441 1,247 -1,006
yorkie 1,502 -1,219 -1,209 -1,223 1,012 -1,434
fuzzy 3,109 2,665 1,681 1,550 1,859 1,581
stardust 2,004 1,290 1,369 1,153 1,049 1,233
frizzled -1,550 -2,904 -4,607 -5,088 -3,854 -5,462

Gene

l(3)mbt
s1 vs. 

wt_inj
mirazz176 

vs. wt_inj

bratk06028 

vs. 
wt_inj

pros17 vs. 
wt_inj

l(2)gl4 vs. 
wt_inj

rapsp89/p62 

vs. wt_inj
CG2508-RA 1,598 2,490 2,517 2,274 2,353 2,480
nebbish 2,402 4,544 4,870 4,286 4,197 5,420
separase 2,085 3,660 3,299 2,555 3,602 3,476
cg2261-pb, isoform b -1,063 2,004 1,575 1,517 1,514 1,655
cg33208-pb, isoform b -1,541 1,217 1,469 1,477 1,296 1,466
-tubulin at 60d -6,099 -3,463 -1,114 -1,075 -1,108 -1,387
cyclin e 1,294 1,953 2,279 1,716 2,025 1,880
CG8001-RA 1,027 1,152 1,707 1,912 1,500 1,644
cyclin-dependent kinase 7 1,325 1,730 3,029 2,382 1,721 1,970

O:0002009:morphogenesis of an epitheliu

GO:0007067:mitosis
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minichromosome maintenance 1,403 1,508 2,996 2,218 2,571 2,393
cap-d2 condensin subunit 1,069 1,763 1,915 1,598 1,619 1,547
mitotic kinesin-like motor 
protein cenp-ana -1,063 1,620 1,707 1,588 1,335 1,754

cg12010-pa, isoform a 2,265 3,078 4,424 3,754 3,112 3,651
cg11727-pa, isoform a -2,667 1,601 1,133 1,792 1,063 1,339
toucan -2,192 -1,944 1,402 -1,014 -1,137 -1,125
cg32707-pa -1,287 1,669 1,704 1,715 1,153 1,362
ballchen 1,014 1,981 2,455 1,946 1,511 1,868
CG32955 -1,063 1,620 1,707 1,588 1,335 1,754
negative elongation factor b 
homologe -1,033 1,577 1,761 1,648 1,444 1,600

cyclin-dependent kinase 
subunit 85a -1,530 1,520 1,415 1,418 1,591 1,282



Gene                    wtI l(3)mbtts1 

L3
l(3)mbtts1 T1 l(3)mbtts1 

T5
l(3)mbtts1 T10

cg33547-pa 7,544 6,778 6,548 6,574 6,559
cg7605-pa 8,963 7,064 6,734 6,253 6,731
na/ca-exchange protein 6,018 3,767 4,400 3,448 3,646
discoidin domain receptor 5,647 5,169 5,142 5,328 5,887
odorant receptor 19b 4,465 4,205 3,976 4,191 4,419
odorant receptor 19a 4,465 4,205 3,976 4,191 4,419
cg4629-pb, isoform b 8,835 9,554 7,784 7,554 7,770
syntaxin 1a 7,013 6,954 6,874 6,964 6,932
CG16857-RA 8,259 6,765 8,174 5,952 7,884
pale 6,673 5,565 5,215 4,664 4,934
regulator of cullins 1a 9,552 8,874 9,620 9,406 8,941
cg9122-pa 8,114 4,975 5,343 4,637 4,402
CG31760-RA 9,996 9,683 8,270 7,834 7,310
insulin-like peptide 5 8,151 7,771 3,997 3,942 4,094
cg5911-pa, isoform a 5,110 4,933 4,464 4,521 4,678
leucokinin 7,970 7,496 6,248 6,904 7,270
cg33950-pb, isoform b 10,117 8,295 7,789 7,259 6,621
nimrod B4 6,791 4,146 6,401 4,997 5,394
ubisnap 8,870 8,073 8,096 8,573 8,767
bm-40 precursor 10,173 8,124 8,050 8,056 7,635
teashirt 7,711 9,431 6,016 6,311 6,463
CG5337-RA 8,953 8,829 8,296 8,574 8,546
cg8965-pa 7,956 6,611 6,063 7,139 8,653
cg8357-pa 9,004 8,155 7,548 7,917 8,163
cg5195-pa 6,998 5,372 4,882 4,574 4,647
cg18135-pd, isoform d 11,151 8,867 9,163 7,813 8,058
inebriated 6,187 8,006 6,003 3,845 4,389
tetraspanin 26a 4,573 5,127 6,086 6,788 6,708
phospholipase d 8,414 7,738 7,708 6,884 7,315
tyramine receptor 7,172 6,881 4,193 4,723 5,176
glutamic acid 
decarboxylase 1 11,142 10,406 8,021 4,899 5,269

insulin-like peptide 3 5,516 7,797 3,105 3,062 3,381
cg2256-pb 3,932 3,853 3,725 3,668 3,873
eag-like k+ channel 3,706 3,467 3,010 3,249 3,379
serpin-27a 8,894 8,232 7,780 7,299 7,892
adenylyl cyclase 76e 10,340 8,063 7,231 7,295 7,324
neuropeptide-like 
precursor 1 8,640 9,471 5,896 4,932 4,572

cg7913-pd, isoform d 7,596 6,660 7,013 7,268 7,460
CG13933-RA 8,714 7,998 7,613 8,371 8,500
Ephexin 10,084 8,456 9,021 7,958 8,228
neuropeptide f receptor 7,580 6,165 4,894 3,715 3,849
insulin-related peptide 8,720 5,563 3,501 3,511 3,452
slouch 7,898 6,585 4,691 5,546 6,274
guanyl cyclase at 32e 4,920 3,955 3,156 3,404 3,527
abrupt 9,478 8,929 8,982 8,059 9,108
neuropeptide f 10,811 7,177 4,319 4,055 4,023
cg7891-pa 10,399 10,228 9,588 9,935 9,810
scab 10,333 8,022 7,930 7,049 7,715

GO:0007154:cell communication



cg11619-pa 7,075 5,129 6,265 5,316 5,332
regucalcin homologue 11,490 8,890 10,023 8,406 9,977
cg8007-pa, isoform a 4,835 4,486 5,078 4,999 5,314
pointed 8,698 8,024 8,316 7,998 7,260
friend of echinoid 9,198 7,870 7,682 7,556 6,831
voltage-dependent 
calcium channel alpha13 
subunit 

5,177 4,474 5,054 4,769 4,372

metabotropic gaba-b 
receptor subtype 1 7,199 5,664 5,994 6,686 5,901

blistery 8,377 6,984 6,884 7,150 7,809
glutamine synthetase 2 10,734 10,525 9,500 7,427 8,130
gustatory receptor 10b 3,817 3,507 3,379 3,197 3,605
fmrfamide-related 4,841 6,435 3,977 3,579 3,855
synaptojanin 10,421 10,309 10,148 10,107 10,465
cg4971-pa 6,609 5,918 5,542 5,481 6,342
CG11968-RA 9,992 9,525 8,933 9,507 9,396
adipokinetic hormone-like 6,478 6,007 6,268 6,532 6,148
cg5937-pa 4,027 3,773 3,526 3,590 3,765
roughoid 6,567 6,198 5,708 5,013 4,601
calcineurin a1 5,423 5,389 5,307 4,972 5,202
midline fasciclin 10,105 8,580 9,341 7,923 8,152
position-specific antigen 4 
alpha chain 5,953 3,550 5,393 4,039 4,281

CG7039-RA 9,220 8,222 8,550 8,517 8,775
u-shaped 10,136 7,682 8,950 8,910 9,161
diacyl glycerol kinase 4,694 4,507 4,320 4,437 4,194
cg4733-pa 5,583 3,988 4,680 4,572 4,588
spectrin 8,428 7,546 7,318 7,626 7,767
cg18408-pj, isoform j 10,579 8,878 8,792 8,803 9,116
CG15611-RB 9,184 6,223 6,465 5,901 6,426
big brain 6,570 7,192 6,406 7,933 8,857
kekkon-1 6,384 5,214 5,346 5,828 5,812
cg32506-pa 6,149 5,332 5,247 4,686 4,627
odorant receptor 43b 10,275 9,602 9,806 9,661 9,611
histidine decarboxylase 3,936 3,591 2,651 3,082 2,773
allatostatin receptor 2 5,549 5,253 4,308 4,068 4,324
allatostatin c receptor 2 5,813 5,716 5,798 5,936 5,907
cg10617-pa 7,178 5,362 4,379 4,569 4,293
dopamine receptor 2 9,847 6,597 3,766 3,267 3,546
wnt oncogene analog 5 8,648 8,327 7,767 8,399 8,210
rhodopsin 7 6,195 5,738 5,005 4,985 5,645
probable insulin-like 
peptide 6 precursor 9,233 6,601 6,085 5,437 5,852

synapsin 9,168 8,014 5,474 4,310 4,470
necrotic 9,144 3,893 6,473 5,752 6,067
supercoiling factor 10,293 8,966 9,600 9,435 9,079
cg7497-pa 4,851 4,571 4,809 4,428 4,259
medea 6,535 5,299 6,720 6,888 7,312
dopamine 2-like receptor 3,860 3,863 3,442 3,691 3,466
drosulfakinin 10,541 7,951 3,976 4,100 4,428



cg15284-pa (pburs) 
(bursicon beta subunit 
precursor) 

4,439 6,574 5,307 5,309 5,568

cardioacceleratory peptide 7,705 7,639 4,978 5,554 5,460

retinal degeneration c 9,786 7,820 6,291 5,038 4,785
cappuccino 9,606 7,175 7,202 6,267 6,111
cg18146-pb, isoform b 3,420 3,215 3,335 3,421 3,522
tnf-receptor-associated 
factor 2 10,537 9,543 9,629 9,351 9,652

extra-extra 6,518 6,595 6,210 5,734 5,680
calbindin 53e 10,902 9,630 6,621 5,470 4,981
cng channel-like 5,600 5,365 5,238 4,946 4,823
CG9958-RA 8,901 7,859 7,680 7,763 7,702
CG7323-RA 6,406 4,797 4,374 4,076 4,386
myoinhibiting peptide 
precursor 6,639 4,574 3,247 3,523 3,510

inactivation no 
afterpotential d 4,577 3,699 3,612 3,688 3,795

cg8422-pa 8,716 6,835 5,479 5,547 5,738
cg1695-pa, isoform a 5,093 4,506 4,392 4,249 4,296
suppressor of fused 9,369 7,766 8,142 8,560 8,720
octopamine receptor in 
mushroom bodies 9,270 7,192 6,037 6,133 6,158

huckebein 5,149 6,121 5,125 5,231 5,366
gomdanji 4,922 4,606 4,644 4,757 4,967
cg32439-pa 6,132 4,566 4,302 4,386 4,940
exocyst complex 
component sec6 9,193 8,555 8,520 8,557 8,736

cg9753-pa 4,623 3,362 3,442 3,353 3,349
cg4839-pb, isoform b 3,887 3,794 5,711 4,130 5,109
immune induced molecule 11,896 4,849 8,407 7,680 6,482
ifamide 7,533 6,596 5,427 5,138 5,481
cg4395-pa 3,715 3,105 2,921 3,156 2,858
CG7896-RA 6,361 5,044 4,525 4,005 4,080
aristaless 4,755 4,853 4,817 4,883 5,101
neprilysin 1 7,217 6,552 5,893 5,673 6,132
cg12370-pa, isoform a 5,499 6,186 6,033 5,065 4,523
cg8641-pa 4,562 4,268 4,015 4,118 4,181
windbeutel 5,056 4,335 3,868 4,291 4,116
dromyosuppressin 12,230 10,308 7,032 6,117 6,426
atonal 8,049 4,502 3,865 4,232 4,336
cg30158-pa 10,426 6,765 5,930 4,825 4,603
frequenin 4,440 4,255 4,046 3,904 4,198
kinesin heavy chain 10,153 9,257 9,165 9,250 8,994
cg4552-pa 8,832 8,214 7,750 8,052 8,321
CG32447-RB 5,933 5,914 5,538 5,394 5,548
cg9391-pa, isoform a 9,988 9,312 9,215 9,333 9,240
guanylyl cyclase -subunit 
at 99b 9,623 7,967 5,911 5,095 5,492

cg8784-pa 5,825 5,177 5,047 4,707 4,820

GO:0030154:cell differentiation



Gene                    wtI mbt.l3 mbt.t1 mbt.t5 mbt.t10

cg1841-pb, isoform b 10,015 10,091 9,038 9,394 9,438
cg10382-pa 7,966 10,758 6,206 5,442 5,467
shaggy 10,227 10,443 9,016 9,252 9,021
deep orange 9,354 9,452 8,789 8,920 8,658
lilliputian 7,894 9,083 8,441 8,922 8,773
matrix metalloproteinase 
2 7,293 6,583 5,030 4,746 4,843

dynein heavy chain 64c 11,074 11,311 10,705 10,785 11,061
buffy 6,762 6,717 5,421 4,557 4,635
protein tyrosine 
phosphatase 69d 9,418 9,734 8,639 8,824 8,992

smooth 11,023 11,349 10,365 9,984 9,911
trachealess 8,165 8,718 7,373 7,530 7,156
amyloid protein precursor-
like 12,431 12,198 11,447 10,975 11,057

adenosine deaminase-
related growth factor a 9,473 9,307 8,518 8,686 8,821

cg18389-pa 10,472 11,004 9,363 8,751 8,324
cg3132-pa 9,101 8,899 5,225 4,589 4,852
boule 7,691 8,120 7,195 7,307 6,954
failed axon connections 12,056 12,327 11,430 11,404 11,602
fasciclin 2 10,262 9,458 8,086 7,290 7,385
g protein 49b 8,923 9,122 8,288 8,371 8,556
lissencephaly-1 12,408 12,198 11,358 10,987 11,247
ras oncogene at 85d 12,096 12,084 11,477 11,473 11,534
cg10699-pa, isoform a 9,152 10,183 8,925 8,268 8,042
leonardo protein 12,685 12,576 11,899 11,587 11,667
eukaryotic initiation factor 
5c 12,061 11,797 11,103 11,283 10,967

tailup 9,918 10,200 8,247 7,278 7,459
cut 10,519 10,575 9,246 8,888 9,098
reversed polarity 10,637 10,936 7,956 7,554 8,060
shibire 10,245 9,969 9,225 9,292 9,115
camp-dependent protein 
kinase r2 9,793 9,974 9,148 8,329 8,168

cg18350-pj, isoform j 10,459 11,126 9,557 8,706 9,195
trapped in endoderm-1 9,294 9,502 8,843 9,065 9,109
golden goal 10,385 11,477 9,589 9,094 9,091
single-minded 8,822 10,007 7,859 5,831 5,891
cg5423-pa 7,701 8,732 6,513 5,941 5,768
starry night 11,938 12,394 11,225 11,191 11,481
re62284p 10,100 10,241 9,088 9,294 9,389
ecdysone-induced protein 
63f 1 7,044 8,081 5,585 4,106 3,984

ocelliless 10,546 10,843 9,170 8,591 8,769
cyfip 11,744 12,094 11,367 11,274 11,493
inebriated 6,187 8,006 6,003 3,845 4,389
ras opposite 8,445 8,693 7,585 7,935 7,808
mushroom-body 
expressed 10,556 11,177 9,795 9,555 9,378



inhibin beta chain 
precursor 9,327 9,688 8,146 7,811 7,613

glutamic acid 
decarboxylase 1 11,142 10,406 8,021 4,899 5,269

spalt major 9,120 9,406 7,420 7,508 8,138
chip 10,597 10,156 9,429 9,849 9,734
faint sausage 10,977 11,539 10,186 10,307 9,570
pten3 9,309 9,559 8,866 9,092 9,105
rugose 10,250 10,639 9,783 9,328 9,331
cg1975-pa 9,459 9,459 8,441 8,257 7,599
zn finger homeodomain 1 9,917 10,515 9,534 9,134 9,106
trithorax-like 11,973 11,666 10,930 10,700 10,980
lachesin 12,133 12,218 11,218 10,724 10,912
fasciclin 3 10,590 10,037 9,435 8,598 8,562
hook 10,565 10,434 9,737 9,779 9,760
ventral veins lacking 9,048 9,580 7,935 8,419 8,601
dishevelled 11,777 12,080 11,372 11,392 11,344
cg5869-pa 10,994 11,249 10,633 10,557 10,587
slouch 7,898 6,585 4,691 5,546 6,274
cg12559-pc.3 10,732 10,096 8,958 9,199 9,467
e(spl) region transcript m 9,054 9,550 8,864 7,700 8,489
kruppel 7,788 8,300 7,064 6,836 7,152
g protein 1 7,860 8,292 6,492 6,721 6,779
retina aberrant in pattern 8,980 9,262 8,629 8,113 8,469
beaten path ib 10,130 9,793 7,250 8,585 8,237
hem-protein 10,632 10,738 9,883 9,837 9,963
fork head 8,786 8,522 7,837 8,131 7,440
anachronism 4,954 7,168 5,262 6,096 7,572
cg3421-pa 10,762 11,048 10,297 10,191 10,374
scratch 11,446 11,112 9,712 9,321 9,205
araucan 6,322 6,256 5,346 5,439 5,581
jelly belly 8,133 8,392 6,665 6,760 6,539
rho-like 9,627 9,585 8,972 8,827 8,954
frizzled 11,133 10,841 10,197 9,741 9,916
beaten path ia 8,074 9,344 6,673 6,956 6,717
cathepsin d 12,270 12,085 11,380 11,253 11,386
camp-dependent protein 
kinase 1 6,990 7,642 6,380 6,671 6,122

kelch 11,361 11,864 10,417 9,585 9,629
mastermind 11,100 12,056 9,756 9,369 9,402
misshapen 10,513 10,028 9,408 9,498 9,376
bangles and beads 8,958 10,829 7,947 6,326 6,171
g protein o 47a 11,736 12,137 10,554 10,674 10,324
CG4322-RA 9,913 7,714 6,347 5,918 7,201
lozenge 7,387 6,677 6,084 5,741 5,212
son of sevenless 10,572 10,732 9,416 9,810 9,999
dachshund 11,874 10,574 8,585 8,037 7,672
cg4328-pa 8,692 6,977 5,258 5,329 5,136
CG2082-RC 9,798 8,256 7,267 7,300 6,894
beaten path ic 5,694 5,715 4,557 4,597 4,151
daughters against dpp 9,285 8,671 7,364 7,652 8,600
sticks and stones 8,266 8,896 6,001 5,458 5,866
off-track 11,289 11,762 9,612 9,458 9,834



osa 11,917 11,798 11,031 11,252 11,388
kin of irre 7,973 8,587 7,554 6,847 6,832
nervous fingers 1 12,260 12,640 11,854 12,017 11,785
big brain 6,570 7,192 6,406 7,933 8,857
hormone-receptor-like in 
78 9,881 9,524 8,788 9,409 9,390

cg7860-pa 7,560 8,233 6,853 6,601 6,517

segmentation protein runt 8,429 8,639 7,204 7,367 7,272

basket 6,935 6,895 6,229 6,194 5,953
re36155p 10,849 10,626 8,934 9,467 9,652
target of poxn 10,637 10,876 9,864 9,736 9,657
cg18214-pc, isoform c 11,511 11,659 10,240 10,034 9,928
camp-dependent protein 
kinase r1 10,615 9,771 9,063 9,119 9,345

discs large 1 9,425 9,012 8,297 7,953 8,388
ecdysone-induced protein 
75b 6,769 8,890 7,620 8,249 8,366

prospero 12,059 11,868 10,958 10,950 10,802
cg12789-pa, isoform a 7,082 9,975 6,047 4,824 5,197
cg7037-pb, isoform b 10,880 11,204 9,936 9,803 9,716
spire 9,086 8,142 7,080 7,008 7,142
CG4615-RA 9,508 9,999 8,513 9,081 9,159
cg15630-pa 6,631 6,872 5,630 5,536 5,512
supernumerary limbs 10,276 10,228 9,450 9,669 9,956
adh transcription factor 1 11,200 11,435 10,716 10,603 10,792
beaten path iia 10,310 8,726 6,461 6,037 5,890
shaven 4,785 5,397 3,754 3,751 3,536
barh1 7,685 7,230 5,092 4,766 5,048
wengen 10,299 10,153 8,128 6,682 8,286
prickle 9,967 10,523 8,514 8,720 9,009
embryonic lethal, 
abnormal vision 11,687 12,266 11,166 11,428 10,949

netrin-b 10,902 11,387 10,234 10,201 9,929
misexpression suppressor 
of ksr 2 10,658 10,284 9,284 9,112 8,866

broad 11,577 11,982 11,218 11,172 10,662
leukocyte-antigen-related-
like 9,913 9,909 8,539 8,730 8,919

slingshot 9,284 9,159 8,531 8,601 8,412
sevenless 7,497 6,116 4,820 4,540 5,008
still life 11,158 10,471 9,819 9,222 9,121
held out wings 9,577 9,682 7,770 5,851 6,411
CG32555-RB 11,734 11,192 9,848 9,909 9,906
huckebein 5,149 6,121 5,125 5,231 5,366
cg8250-pa 10,788 11,176 9,640 8,365 8,342
kinesin associated protein 
3 10,376 10,688 9,602 9,355 9,664

Heparan sulfate 3-O 
sulfotransferase-B 9,005 9,638 6,737 6,873 6,757

cg10068-pa 9,868 10,037 8,461 8,616 8,441
CG4636-RA 10,759 10,946 9,957 10,394 10,587
piwi 10,759 10,946 9,957 10,394 10,587



fat facets 6,614 8,812 8,151 9,106 9,269
toll 11,356 10,661 9,616 7,435 8,477
deadpan 6,782 8,809 6,804 7,745 8,355
apterous 6,972 9,514 6,760 5,737 5,876
-tubulin at 60d 12,134 11,261 10,033 9,283 9,525
mirror 8,724 9,318 7,205 7,335 7,608
connectin 9,387 9,421 7,714 7,893 7,280
protein kinase dik2 10,818 10,782 10,033 10,321 10,137
barh2 8,296 8,688 7,208 6,351 6,785
plexin a 10,882 10,965 10,098 10,497 10,552
optix 9,894 7,965 5,614 4,045 4,724
cg7462-pc, isoform c 10,470 10,566 8,141 8,250 8,331
wishful thinking 10,018 10,332 7,811 7,046 7,208
abl tyrosine kinase 8,914 8,721 7,497 7,846 7,432
d-ptx1 7,535 7,280 6,520 6,695 6,450
heartless 7,310 7,367 4,892 4,680 5,237
longitudinals lacking 11,188 11,111 10,108 9,819 9,606
toucan 10,105 9,822 9,087 8,929 8,973
spatzle 11,127 8,985 7,090 6,226 6,332
drop 6,680 6,826 5,408 5,866 5,583
dystroglycan 11,315 11,722 9,984 9,992 10,171
wunen-2 8,386 7,593 6,552 5,962 7,160
cg1520-pb, isoform b 9,845 9,950 9,215 9,287 9,428

GO:0006281:DNA repair

Gene                    wtI mbt.l3 mbt.t1 mbt.t5 mbt.t10

cg7376-pa 8,566 8,727 9,285 9,451 9,309
structure specific 
recognition protein 10,556 10,469 11,500 11,475 11,239

gh18717p 8,525 7,540 9,756 9,701 9,728
at19081p 9,001 8,632 10,011 10,260 10,175
dna polymerase eta 8,144 9,236 9,858 10,004 9,927
meiotic w68 5,610 6,152 6,406 7,291 6,423
at15685p 4,409 4,349 4,965 5,009 4,805
cg5041-pa 9,205 9,042 9,829 9,857 9,605
cg10018-pa 7,758 8,359 9,477 9,642 9,662
CG5602-RA 9,904 9,929 10,661 10,687 10,697
spellchecker1 7,979 8,531 9,708 9,689 10,081
mutagen-sensitive 205 8,092 7,560 8,912 9,237 9,434
cg18271-pa 6,203 5,439 7,915 7,547 6,926
dna repair protein rad1 8,492 8,907 9,645 9,934 10,004
protein aprataxin-like 10,503 10,896 11,316 11,417 11,258
cg9203-pa 8,213 7,887 9,655 9,678 9,550
lodestar 8,857 10,029 10,192 10,459 10,532
(6-4)-photolyase 7,081 7,822 8,335 9,252 9,380
mutagen-sensitive 308 8,316 8,128 9,090 9,168 9,160
cg7602-pb, isoform b 7,209 7,484 8,346 9,038 8,983
meiotic recombination 11 10,733 10,450 11,558 11,836 11,701
CG10898-RA 8,616 7,907 9,417 9,533 9,595
Replication protein A2 11,305 11,280 11,929 11,883 11,911



o-6-alkylguanine-dna 
alkyltransferase 8,991 9,670 11,234 11,578 11,717

cg10215-pa 9,703 9,933 10,790 10,915 10,982
inverted repeat-binding 
protein 9,290 8,503 9,909 10,229 10,063

CG8169-RA 9,481 9,542 10,189 10,468 10,518
CG2183-RA 8,728 8,179 9,524 9,664 9,633
tyrosyl-dna 
phosophodiesterase 1 8,048 8,057 8,579 9,142 9,098

cg2412-pa 7,709 7,972 8,013 8,577 8,604
spindle b 6,886 6,447 7,682 8,214 8,503
radiation-resistant 9,127 9,638 9,544 9,960 9,895
mutagen-sensitive 210 10,985 11,159 11,102 11,613 11,547
dna polymerase 180kd 6,951 6,691 7,712 7,944 8,229
drev1 9,064 8,707 9,449 9,663 9,865
meiotic 41 6,605 6,219 6,725 7,369 7,556
dogg1 8,751 9,079 9,575 9,826 9,755
mutagen-sensitive 304 7,926 7,496 8,361 8,743 8,694
cg6318-pa 4,196 4,527 4,949 5,267 5,597
CG5524-RA 9,205 9,240 9,684 10,038 9,988
spindle a 6,615 6,709 7,152 8,035 7,882
okra 9,907 9,462 10,386 10,265 10,486
ligase4 7,973 7,596 8,563 8,503 8,687

GO:0007067:mitosis

Gene                    wtI mbt.l3 mbt.t1 mbt.t5 mbt.t10

loki 10,394 9,914 10,998 11,311 11,317
eco1 homolog 8,688 8,379 9,408 9,577 9,669
ecdysone-induced protein 
63e 6,999 11,068 10,441 10,414 10,578

CG31864-RA 10,928 11,130 11,753 11,920 11,839
aurora 8,900 9,165 10,034 10,105 10,193
cyclin-dependent kinase 
subunit 30a 10,670 10,485 11,305 11,332 11,373

peter pan 10,269 10,837 11,362 11,632 11,586
orientation disrupter 3,839 4,109 6,058 6,472 5,285
mep50 homolog 10,339 10,490 11,103 11,319 11,140
cg32845-pa 6,220 7,515 7,484 7,904 7,324
kinesin-like protein at 67a 9,012 10,226 10,723 10,604 10,504
greatwall 8,070 8,249 8,787 9,151 9,402
rough deal 8,720 9,356 9,622 10,045 10,129
-tubulin at 84d 8,222 8,723 8,934 8,840 8,931
origin recognition complex 
subunit 5 8,521 9,306 9,734 9,745 9,795

la related protein 6,187 6,789 7,064 7,560 7,556
cg12010-pa, isoform a 7,937 7,389 8,899 9,190 9,116
pimples 10,981 10,859 11,448 11,316 11,757
three rows 8,695 9,620 10,267 10,380 10,183
gtpase-activating protein 
1 9,272 10,378 10,407 10,382 10,525



origin recognition complex 
subunit 2 7,474 7,942 8,638 8,939 9,120

fizzy 9,666 10,311 10,765 10,824 10,813
dynein heavy chain 64c 5,542 7,434 8,037 8,105 8,058
meiotic recombination 11 10,733 10,450 11,558 11,836 11,701
non-claret disjunctional 10,664 10,708 11,164 11,056 11,191
z600 4,228 5,226 7,353 7,242 7,245
nem-sensitive fusion 
protein 2 7,253 8,799 8,788 9,324 8,899

-tubulin at 37c 6,328 6,526 8,348 9,077 8,953
cg9333-pa 5,582 4,870 8,757 7,987 7,754
cyclin j 6,551 7,984 10,182 10,352 9,976

mitotic checkpoint control 
protein kinase bub1 

9,891 9,774 10,505 10,520 10,684

cg7134-pa 7,033 7,595 7,722 8,286 7,994
meiotic 41 6,605 6,219 6,725 7,369 7,556
cg6897-pa 7,988 7,859 8,429 8,744 8,932
mutagen-sensitive 304 7,926 7,496 8,361 8,743 8,694
separase 7,967 7,539 8,474 8,728 9,027
cenp-meta 9,758 9,752 10,200 10,174 10,404
bicaudal d 9,679 9,482 10,098 10,039 10,395
minichromosome 
maintenance 6 10,937 11,193 11,542 11,564 11,596

Gene                    wtI mbt.l3 mbt.t1 mbt.t5 mbt.t10

stonewall 5,547 7,226 7,723 7,990 7,810
bunched 9,523 10,977 11,351 11,877 11,681
twin of m4 11,206 10,427 11,817 11,881 12,397
scute 7,312 8,492 9,065 10,027 10,097
missing oocyte 9,136 8,918 9,931 10,325 10,245
meiotic w68 5,610 6,152 6,406 7,291 6,423
lethal of scute 8,617 9,718 9,883 10,851 10,993
bazooka 7,209 7,996 8,599 9,106 9,250
spindle d 6,456 6,409 8,403 9,068 8,944
epidermal growth factor 
receptor 7,747 6,896 8,209 8,684 9,151

bag of marbles 4,870 7,135 6,898 8,121 7,099
grainy head 8,639 9,123 9,306 9,354 9,761
seven up 4,467 5,336 5,465 5,523 5,760
absent md neurons and 
olfactory sensilla 4,295 4,949 5,196 5,333 4,899

thickveins 10,463 11,521 11,531 11,763 11,819
snail 8,858 10,774 10,458 11,143 11,044
bearded 11,270 10,999 12,325 12,429 12,831
spindle e 7,137 8,181 9,994 9,600 9,548
dynein heavy chain 64c 5,542 7,434 8,037 8,105 8,058
star 10,144 10,838 11,085 11,419 11,265
mutagen-sensitive 301 8,173 7,976 9,175 9,589 9,330

GO:0001709:cell fate determination



torso 6,431 7,034 9,257 8,988 9,081
achaete 5,810 6,298 6,878 8,841 9,042
egalitarian 9,097 9,069 9,552 9,788 10,019
piwi 6,422 5,608 9,847 8,210 7,700
castor 11,111 12,180 12,138 12,566 12,661
escargot 9,024 10,316 10,365 10,477 11,049
phyllopod 11,212 11,318 11,306 11,907 11,804
spindle b 6,886 6,447 7,682 8,214 8,503
domeless 9,282 9,214 9,801 10,027 10,014
staufen 11,845 12,225 12,431 12,700 12,672
musashi 8,718 9,360 9,755 10,442 10,621
hairless 7,467 7,961 7,373 8,165 8,105
held out wings 6,315 6,474 6,948 7,349 7,339
spindle a 6,615 6,709 7,152 8,035 7,882

GO:0007568:aging

Gene                    wtI mbt.l3 mbt.t1 mbt.t5 mbt.t10

methuselah-like 8 3,497 7,854 10,221 10,537 10,213
glial lazarillo 8,422 9,054 10,268 10,152 10,300
cg6673-pb, isoform b 11,644 11,623 12,329 12,367 12,268
chloride intracellular 
channel 10,274 10,262 11,180 11,029 10,871

cg33336-pa, isoform a 9,470 9,179 10,663 10,647 10,546
ecdysone receptor 9,717 9,038 10,385 10,279 10,593
dna methyltransferase 2 8,331 8,358 9,081 9,254 9,523
CG7334-RE 8,870 10,450 10,276 10,750 10,655
insulin-like receptor 6,341 7,057 7,156 8,107 7,772
methuselah-like 7 4,125 4,078 7,519 5,576 5,394
phosphoribosylamidotrans
ferase 9,711 8,463 10,764 11,099 11,107

tamas 7,189 5,903 7,636 8,161 8,329
forkhead box, sub-group 
o 8,539 9,203 9,905 10,593 10,715

GO:0048477:oogenesis

Gene                    wtI mbt.l3 mbt.t1 mbt.t5 mbt.t10

stonewall 5,547 7,226 7,723 7,990 7,810
bunched 9,523 10,977 11,351 11,877 11,681
female sterile (1) yb 4,364 6,372 8,410 8,538 8,920
reaper 9,152 11,113 12,085 12,825 12,859
suppressor of variegation 3 6,205 7,987 7,879 8,114 8,305
missing oocyte 9,136 8,918 9,931 10,325 10,245
cg7037-pb, isoform b 8,540 9,652 9,909 9,857 10,152
stand still 6,840 6,479 10,937 10,307 9,596
meiotic w68 5,610 6,152 6,406 7,291 6,423
catecholamines up 9,564 9,624 10,321 10,298 10,394
phosphoribosylamidotrans
ferase 9,711 8,463 10,764 11,099 11,107



discs large 1 5,666 5,687 7,895 7,721 8,251
peter pan 10,269 10,837 11,362 11,632 11,586
gata protein 8,553 7,230 9,950 9,616 9,051
protein kinase 61c 9,574 10,987 10,727 11,769 11,597
mep50 homolog 10,339 10,490 11,103 11,319 11,140
bazooka 7,209 7,996 8,599 9,106 9,250
gastrulation-defective 5,005 5,681 7,378 7,825 8,027
benign gonial cell 
neoplasm 4,971 5,620 9,986 9,263 8,884

short gastrulation 8,826 8,974 9,972 9,385 9,644
spindle d 6,456 6,409 8,403 9,068 8,944
shutdown 7,817 7,769 9,137 9,147 9,325
gonadal protein gdl-orf39 9,313 9,625 10,758 10,914 10,989
cg7660-pb, isoform b 9,490 12,463 12,158 12,499 12,582
CG9201-RB 8,732 8,420 9,622 9,656 9,504
aubergine 7,960 8,277 10,845 10,915 10,129
taiman 7,484 8,553 8,490 9,051 8,884
pherokine 3 8,362 6,252 12,320 11,961 11,670
cortex 8,239 7,609 9,026 9,213 8,746
ecdysone receptor 9,717 9,038 10,385 10,279 10,593
cup 10,101 10,063 10,847 11,063 10,871
modifier of mdg4 8,511 8,172 7,804 7,900 8,169
exuperantia 6,331 6,370 8,420 7,252 6,511
pointed 8,488 9,452 9,745 9,418 9,161
epidermal growth factor 
receptor 7,747 6,896 8,209 8,684 9,151

outstretched 8,891 7,585 10,544 11,864 11,883
nudel 4,499 4,986 5,256 4,947 4,237
bag of marbles 4,870 7,135 6,898 8,121 7,099
delta 8,418 10,078 10,572 10,561 10,554
vein 7,530 8,179 9,134 9,536 9,519
origin recognition complex 
subunit 2 7,474 7,942 8,638 8,939 9,120

thickveins 10,463 11,521 11,531 11,763 11,819
midway 8,793 9,681 10,120 9,396 10,017
krimper 6,824 9,651 11,008 11,120 11,137
spindle e 7,137 8,181 9,994 9,600 9,548
dynein heavy chain 64c 5,542 7,434 8,037 8,105 8,058
karst 10,257 9,803 11,134 11,056 11,187
star 10,144 10,838 11,085 11,419 11,265
mutagen-sensitive 301 8,173 7,976 9,175 9,589 9,330
torso 6,431 7,034 9,257 8,988 9,081
achaete 5,810 6,298 6,878 8,841 9,042
fat facets 6,614 8,812 8,151 9,106 9,269
maelstrom 7,330 7,465 8,237 8,080 7,942
easter 6,304 5,056 8,700 7,536 7,073
wrinkled 7,361 8,327 9,253 9,561 10,212
chiffon 9,421 9,343 10,408 10,225 9,835
egalitarian 9,097 9,069 9,552 9,788 10,019
piwi 6,422 5,608 9,847 8,210 7,700
ovarian tumor 8,574 7,674 7,982 6,278 5,641
argos 10,779 10,759 11,653 11,878 11,675
weckle 8,668 8,794 9,307 9,616 9,376



abnormal oocyte 7,799 7,305 8,315 8,986 9,112
spindle b 6,886 6,447 7,682 8,214 8,503
squeeze 9,825 10,114 9,260 10,367 10,809
rna-binding protein 9 4,197 5,177 4,854 5,081 5,269
domeless 9,282 9,214 9,801 10,027 10,014
staufen 11,845 12,225 12,431 12,700 12,672
big brain 6,570 7,192 6,406 7,933 8,857
meiotic 41 6,605 6,219 6,725 7,369 7,556
protein tyrosine 
phosphatase 61f 10,799 10,648 11,088 11,645 11,574

spindle a 6,615 6,709 7,152 8,035 7,882
src homology 2, ankyrin 
repeat, tyrosine kinase 7,635 7,079 7,808 7,907 8,277

diminutive 11,541 11,860 12,110 12,147 12,312
protein xmas-1 5,939 5,807 6,409 6,428 6,677
okra 9,907 9,462 10,386 10,265 10,486
bicaudal d 9,679 9,482 10,098 10,039 10,395
wingless 8,049 8,128 8,553 8,467 9,788
mothers against dpp 9,161 9,447 9,604 9,682 9,996
ecdysone-induced protein 
75b 6,769 8,890 7,620 8,249 8,366

minichromosome 
maintenance 6 10,937 11,193 11,542 11,564 11,596

Gene                    wtI mbt.l3 mbt.t1 mbt.t5 mbt.t10

dynein heavy chain 64c 5,542 7,434 8,037 8,105 8,058
non-claret disjunctional 10,664 10,708 11,164 11,056 11,191
aurora 8,900 9,165 10,034 10,105 10,193
la related protein 6,187 6,789 7,064 7,560 7,556
kinesin-like protein at 67a 9,012 10,226 10,723 10,604 10,504

Gene                    wtI mbt.l3 mbt.t1 mbt.t5 mbt.t10

bitesize 7,187 7,376 9,015 9,409 9,633
twin of m4 11,206 10,427 11,817 11,881 12,397
discs large 1 5,666 5,687 7,895 7,721 8,251
crumbs 8,651 7,946 9,864 10,030 10,493
bazooka 7,209 7,996 8,599 9,106 9,250
stardust 6,373 6,835 8,422 9,052 8,791
nemo 4,228 5,197 5,797 5,278 4,564
canoe 8,308 7,824 8,328 9,413 9,067
epidermal growth factor 
receptor 7,747 6,896 8,209 8,684 9,151

delta 10,950 11,254 11,868 11,809 11,873
seven up 4,467 5,336 5,465 5,523 5,760
four-jointed 8,395 8,291 9,973 10,038 10,335
fuzzy 7,026 7,416 8,456 8,660 8,662

O:0001738:morphogenesis of an polarized epitheliu

GO:0051299:centrosome separation



dachsous 9,258 8,974 9,741 10,302 10,922
argos 10,779 10,759 11,653 11,878 11,675



Anexo Tabla VII

Anexo Tabla VII
1

Gene                    wtI rapsp89/p62 T1 rapsp89/p62 T5 rapsp89/p62 T10

chorion protein 15 9,307 5,702 6,874 7,079
cubitus interruptus 10,655 8,039 8,348 7,507
matrix metalloproteinase 1 10,092 8,718 8,429 8,013
fringe 10,682 5,739 6,529 6,378
dynein heavy chain 64c 11,074 10,437 10,271 10,364
female sterile (1) nasrat 7,057 4,820 4,446 5,333
fat 10,427 8,742 7,514 8,060
fasciclin 1 10,739 8,998 8,148 8,023
gliotactin 8,262 5,085 6,007 4,209
ras-related protein rac2 9,251 8,502 8,316 8,249
cg18389-pa 10,472 8,714 8,976 8,348
twin of m4 11,206 7,976 8,086 7,067
cg33991-pd, isoform d 11,235 9,306 9,955 8,911
fasciclin 2 10,262 7,528 6,912 6,558
cg10699-pa, isoform a 9,152 7,351 7,782 7,328
cg33950-pb, isoform b 10,117 7,313 7,334 6,756
dacapo 11,266 9,886 10,000 9,761
retained 8,778 5,887 5,369 6,633
single-minded 8,822 4,229 4,901 3,869
charlatan 11,038 9,094 8,587 8,002
glutamic acid 
decarboxylase 1 11,142 3,104 3,211 3,430

crumbs 8,651 6,793 6,599 5,934
cg1975-pa 9,459 7,851 6,940 6,701
e(spl) region transcript m4 12,037 7,458 7,655 7,167
longitudinals lacking 11,424 10,644 10,180 9,763
cg7913-pd, isoform d 7,596 6,828 6,582 6,789
cg6312-pa 7,746 4,492 4,894 4,726
slouch 7,898 3,771 3,583 3,633
g protein 1 7,860 6,198 5,223 4,934
enhancer of split 11,034 9,478 9,858 9,378
fork head 8,786 6,381 6,517 6,366
araucan 6,322 4,798 4,843 4,667
jelly belly 8,133 7,175 6,636 6,286
zero population growth 6,405 3,616 3,698 5,182
oskar 10,527 7,181 7,176 8,150
rho-like 9,627 7,580 8,289 7,145
cg7660-pb, isoform b 9,490 6,092 5,850 7,475
pdgf- and vegf-related 
factor 1 5,945 4,574 4,663 4,817

senseless 5,424 4,586 4,788 4,745
midline fasciclin 10,105 5,797 5,683 5,370
domeless 9,282 8,514 8,393 8,302
netrin receptor unc-5 
precursor 11,151 9,443 9,018 8,331

u-shaped 10,136 9,434 9,564 9,309
wingless 8,049 6,634 7,060 6,744
CG4322-RA 9,913 4,618 5,344 4,238
modifier of mdg4 8,511 5,321 5,787 5,786

GO:0030154:cell differentiation
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astray 9,284 7,809 7,153 7,013
outstretched 8,891 4,518 4,187 4,165
tiggrin 9,935 6,498 7,361 6,714
serrate 9,372 7,384 8,347 7,225
myosin heavy chain 8,564 6,790 6,641 6,389
ninjurin a 9,378 6,278 6,047 5,667
ecdysone-induced protein 
74ef 9,330 7,019 8,045 7,128

signal-transducer and 
activator of transcription 
protein at 92e 

11,512 10,892 10,608 10,276

beaten path iia 10,310 6,137 6,798 6,226
neuroglian 11,416 10,760 10,731 10,559
wengen 10,299 7,422 7,401 6,173
cappuccino 9,606 6,149 5,978 5,585
sevenless 7,497 5,388 5,133 5,405
pdgf- and vegf-receptor 
related 8,027 5,868 7,061 5,892

pipsqueak 11,171 10,017 10,431 10,070
knot 8,991 4,300 4,217 3,938
apterous 6,972 5,964 6,048 5,992
semaphorin 5c 8,976 4,914 5,959 6,103
e(spl) region transcript m5 10,827 5,039 5,264 5,039
mirror 8,724 5,998 5,636 5,010
multiple edematous wings 9,612 7,893 7,677 6,969
dachsous 9,258 6,108 5,812 5,430
CG2082-RC 4,158 3,529 3,494 3,512
drop 6,680 5,292 5,467 5,062
egalitarian 9,097 7,941 7,605 7,468
knockout 8,024 4,174 4,199 3,769
actin 5c 10,927 9,445 9,390 9,840

Gene                    wtI rapsp89/p62 T1 rapsp89/p62 T5 rapsp89/p62 T10

singed 10,659 10,571 8,599 8,512
shaggy 10,227 9,677 8,617 8,087
ecdysone-induced protein 7 5,932 6,433 5,323 5,313
eyes absent 10,037 10,969 5,781 5,505
blown fuse 10,472 8,924 6,412 5,622
smooth 11,023 10,912 10,083 9,208
trachealess 8,165 7,942 7,191 6,871
protein glass 7,171 6,137 4,348 4,567
neurotactin 11,176 10,750 10,059 10,250
modifier of mdg4 9,900 9,714 8,188 8,694
amyloid protein precursor-
like 12,431 11,810 8,582 8,314

CG16857-RA 8,259 7,167 4,897 4,868
derailed 11,296 11,570 8,667 7,246
tolloid 8,846 7,420 5,039 4,742
failed axon connections 12,056 11,603 11,164 10,816
leonardo protein 12,685 11,639 9,815 9,293

GO:0030154:cell differentiation
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roughest 10,944 11,540 9,193 8,640
e(spl) region transcript m7 11,383 10,055 9,036 8,389
cg18350-pj, isoform j 10,459 11,094 9,031 8,106
corkscrew 9,156 9,792 8,117 8,286
downstream of raf1 11,387 11,395 10,295 10,728
starry night 11,938 11,908 11,170 10,833
bifocal 11,763 11,967 11,109 11,338
transformer 11,804 11,972 11,139 10,629
ovo 9,072 8,239 7,314 6,995
longitudinals lacking 9,518 9,316 8,708 8,455
inhibin beta chain precursor 9,327 9,412 7,975 7,955
faint sausage 10,977 11,787 10,179 9,975
rugose 10,250 9,529 8,155 8,076
zn finger homeodomain 1 9,917 9,292 7,865 7,763
empty spiracles 6,761 5,830 3,972 4,062
keren 9,821 9,951 8,959 9,049
shibire 9,274 9,495 8,608 8,460
wings up a 8,985 8,054 7,303 6,825
headcase 12,270 12,019 11,334 10,822
e(spl) region transcript m 9,054 8,346 6,718 6,314
fasciclin 2 9,494 8,895 8,323 7,559
cg18375-pa, isoform a 8,923 10,630 7,412 7,719
g protein 1 11,104 9,520 6,138 6,380
beaten path ia 8,074 7,589 5,968 5,416
homothorax 7,016 8,528 4,399 4,119
syndecan 11,437 10,746 10,301 9,711
nemo 4,228 4,531 3,599 3,463
inflated 9,668 9,832 6,495 7,492
echinus 8,204 8,148 7,261 7,070
pointed 8,488 9,188 7,879 7,561
lozenge 7,387 7,126 5,599 5,068
dachshund 11,874 11,689 8,072 7,772
daughters against dpp 9,285 8,414 5,844 5,134
sticks and stones 8,266 9,044 5,054 4,762
kin of irre 7,973 8,166 6,921 6,451
nervous fingers 1 12,260 12,106 8,606 9,151
cg32130-pb, isoform b 10,646 9,614 8,142 7,111
segmentation protein runt 8,429 9,988 6,631 6,685
egghead 10,696 10,712 9,947 9,967
rab-protein 5 12,347 12,041 11,451 11,347
target of poxn 10,637 11,488 3,745 3,382
dilute class unconventional 
myosin 9,972 9,894 9,068 9,014

cg18214-pc, isoform c 11,511 10,843 8,415 8,355
klingon 11,095 10,168 6,145 5,677
prospero 12,059 11,647 3,623 3,421
CG4615-RA 9,508 9,385 8,836 8,863
cg33960-pa 5,414 5,346 4,820 4,829
tincar 7,686 7,328 5,786 5,918
commissureless 9,110 9,365 7,133 6,473
barh1 7,685 7,058 4,573 5,036
embryonic lethal, abnormal 11,687 11,561 10,518 10,255
leak 10,465 11,055 6,697 6,029
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netrin-b 10,902 9,846 8,757 8,352
broad 11,577 11,607 10,082 10,072
cg17754-pd, isoform d 9,838 9,258 8,301 8,288
hibris 11,973 11,089 8,840 8,217
cg13465-pa 9,249 8,557 7,681 6,444
brother of bearded a 9,249 8,557 7,681 6,444
tnf-receptor-associated 
factor 2 10,537 10,147 9,223 9,563

still life 11,158 10,619 10,236 9,338
bagpipe 5,087 5,582 3,930 4,169
cg8250-pa 10,788 9,285 7,891 7,117
Heparan sulfate 3-O 
sulfotransferase-B 9,005 8,160 3,590 3,700

myospheroid 11,114 10,883 10,264 10,267
toll 11,356 9,015 5,002 5,603
frizzled 9,938 8,894 8,335 7,489
barh2 8,296 7,763 7,092 7,078
optix 9,894 11,951 4,324 3,823
cg7462-pc, isoform c 10,470 9,870 5,767 4,754
wishful thinking 10,018 8,859 5,024 5,057
calcium/calmodulin-
dependent protein kinase 
ii

8,707 9,201 7,654 7,786

dystroglycan 11,315 10,482 7,754 8,430
lim-kinase1 9,944 10,261 9,343 9,180
hu li tai shao 8,974 9,065 8,372 8,506
wunen-2 8,386 8,469 7,219 6,879
sine oculis 7,877 8,991 4,208 4,204

GO:0005694:chromosome

Gene                    wtI rapsp89/p62 T1 rapsp89/p62 T5 rapsp89/p62 T10

sex combs extra 9,272 10,163 9,914 9,863
interaction partner of 
dnmt2 3,431 4,530 4,199 4,395

piefke 8,870 9,605 9,764 9,753
double parked 10,224 11,173 12,044 12,006
extra sexcombs 8,559 9,855 10,166 10,255
modifier of mdg4 8,414 9,686 9,022 9,442
deformed wings 8,970 9,754 9,939 9,781
origin recognition complex 
subunit 4 8,713 9,513 10,033 10,257

suppressor of variegation 
2-10 9,151 9,876 9,896 10,070

proliferation disrupter 10,174 11,078 10,983 11,044
dna-polymerase- 7,669 8,830 9,322 9,289
cg15889-pa 8,453 9,513 9,082 9,265
topoisomerase 3 7,690 8,815 9,128 8,825
topoisomerase 1 8,246 9,044 8,822 8,951
latheo 7,246 8,744 8,790 9,164
origin recognition complex 
subunit 1 7,627 10,087 10,032 9,603
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cg13895-pa 9,913 10,754 10,976 10,646
cg10212-pa 10,251 11,035 11,162 11,334
centromere identifier 6,927 7,823 8,066 8,651

Gene                    wtI rapsp89/p62 T1 rapsp89/p62 T5 rapsp89/p62 T10

scute 7,312 8,453 8,792 9,475
spalt major 9,120 10,154 10,922 10,627
cg33991-pd, isoform d 5,535 6,324 6,552 6,011
cyclin e 10,868 11,639 11,798 11,778
brain tumor 9,858 11,058 11,027 11,092
asense 9,272 10,625 11,323 11,100
grainy head 8,639 11,280 11,291 11,031
suppressor of hairless 8,949 9,541 9,816 9,685
ventral veins lacking 5,818 6,912 6,888 6,749
spindle d 6,456 7,798 7,966 8,431
inscuteable 10,145 11,880 11,625 11,756

Gene                   wtI rapsp89/p62 T1 rapsp89/p62 T5 rapsp89/p62 T10

discs large 1 6,705 7,543 7,485 8,122
scribbled 8,934 9,930 10,452 10,225
inscuteable 10,145 11,880 11,625 11,756
g protein i subunit 65a 11,219 11,820 12,234 12,162
CG10535-RA 10,254 11,039 11,778 11,677

GO:0007018:microtubule-based movement

Gene                   wtI rapsp89/p62 T1 rapsp89/p62 T5 rapsp89/p62 T10

cg10822-pa 4,353 5,280 5,005 4,929
probable tubulin beta chain 7,937 9,025 8,893 8,789
nebbish 7,762 10,208 9,586 10,201
cytoplasmic dynein light 
chain 2 4,896 5,589 5,526 5,426

non-claret disjunctional 10,664 11,748 11,336 11,598
inscuteable 10,145 11,880 11,625 11,756
wee 9,577 10,242 10,223 10,348
g protein i subunit 65a 11,219 11,820 12,234 12,162
cg7059-pa, isoform a 9,259 10,005 10,453 10,387
discs large 1 6,705 7,543 7,485 8,122
cg33991-pd, isoform d 5,535 6,324 6,552 6,011
milt 7,872 9,159 9,650 9,323
dynein heavy chain at 62b 4,697 6,989 6,705 6,909
four wheel drive 9,069 9,864 9,790 9,728
CG32955-RE 10,028 10,757 10,943 10,839
cg32392-pb, isoform b 7,352 11,394 10,827 12,025

GO:0008105:asymmetric protein localization

GO:0001709:cell fate determination
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Gene                    wtI rapsp89/p62 T1 rapsp89/p62 T5 rapsp89/p62 T10

netrin receptor unc-5 
precursor 11,151 9,443 9,018 8,331

ecdysone-induced protein 
74ef 9,330 7,019 8,045 7,128

knot 8,991 4,300 4,217 3,938
wingless 8,049 6,634 7,060 6,744
fork head 8,786 6,381 6,517 6,366
matrix metalloproteinase 1 10,092 8,718 8,429 8,013
cg18389-pa 10,472 8,714 8,976 8,348
retained 8,778 5,887 5,369 6,633
signal-transducer and 
activator of transcription 
protein at 92e 

11,512 10,892 10,608 10,276

jelly belly 8,133 7,175 6,636 6,286
crumbs 8,651 6,793 6,599 5,934
multiple edematous wings 9,612 7,893 7,677 6,969
serrate 9,372 7,384 8,347 7,225
cyclic-amp response 
element binding protein a 9,405 7,560 7,926 7,504

Gene                    wtI rapsp89/p62 T1 rapsp89/p62 T5 rapsp89/p62 T10

twin of m4 11,206 7,976 8,086 7,067
e(spl) region transcript m4 12,037 7,458 7,655 7,167
e(spl) region transcript m3 10,069 6,840 7,718 7,111
serrate 9,372 7,384 8,347 7,225
enhancer of split 11,034 9,478 9,858 9,378
fringe 10,682 5,739 6,529 6,378
e(spl) region transcript m 8,990 6,711 7,862 6,383
senseless 5,424 4,586 4,788 4,745

Gene                    wtI rapsp89/p62 T1 rapsp89/p62 T5 rapsp89/p62 T10

CG4322-RA 9,913 4,618 5,344 4,238
neuroglian 11,416 10,760 10,731 10,559
contactin 11,104 9,981 10,029 9,917
crumbs 8,651 6,793 6,599 5,934
na pump subunit 12,268 10,647 10,742 10,897
gliotactin 8,262 5,085 6,007 4,209

Gene                   wtI rapsp89/p62 T1 rapsp89/p62 T5 rapsp89/p62 T10

GO:0048477:oogenesis

GO:0048732: gland development 

GO:0007219: Notch signaling pathway

GO:0043297:apical junction assembly
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dynein heavy chain 64c 11,074 10,437 10,271 10,364
pdgf- and vegf-related 
factor 1 5,945 4,574 4,663 4,817

ecdysone-induced protein 
74ef 9,330 7,019 8,045 7,128

female sterile (1) nasrat 7,057 4,820 4,446 5,333
rho-like 9,627 7,580 8,289 7,145
ras-related protein rac2 9,251 8,502 8,316 8,249
oskar 10,527 7,181 7,176 8,150
pipsqueak 11,171 10,017 10,431 10,070
wingless 8,049 6,634 7,060 6,744
mirror 8,724 5,998 5,636 5,010
rna-binding protein 9 8,403 7,745 7,573 7,093
modifier of mdg4 8,511 5,321 5,787 5,786
cappuccino 9,606 6,149 5,978 5,585
retained 8,778 5,887 5,369 6,633
pdgf- and vegf-receptor 
related 8,027 5,868 7,061 5,892

fringe 10,682 5,739 6,529 6,378
domeless 9,282 8,514 8,393 8,302
signal-transducer and 
activator of transcription 
protein at 92e 

11,512 10,892 10,608 10,276

cubitus interruptus 10,655 8,039 8,348 7,507
dacapo 11,266 9,886 10,000 9,761
outstretched 8,891 4,518 4,187 4,165
chorion protein 15 9,307 5,702 6,874 7,079
cg7660-pb, isoform b 9,490 6,092 5,850 7,475
egalitarian 9,097 7,941 7,605 7,468

Gene                   wtI rapsp89/p62 T1 rapsp89/p62 T5 rapsp89/p62 T10

cg31381-pa 7,540 5,868 8,174 8,258
CG17259-RA 10,445 10,862 11,731 11,663
glutamyl-prolyl-trna 
synthetase 9,955 9,564 10,705 10,525

phenylalanine--trna ligase 
alpha chain 9,991 9,590 10,578 10,593

CG3045-RA 9,214 9,844 10,687 10,527
glycyl-trna synthetase 9,859 10,106 11,105 10,880
trna-guanine 
transglycosylase 8,202 8,658 9,643 9,787

juvenile hormone-
inducible protein 1 7,519 8,392 10,496 10,014

leucyl-trna synthetase 8,826 9,289 10,200 9,941
asparaginyl-trna 
synthetase 11,136 10,937 12,157 11,756

cg4573-pa 6,372 6,749 7,572 7,682
tryptophanyl-trna 
synthetase 10,080 10,092 12,061 11,951

cg33123-pa 10,232 10,448 11,502 11,195

GO:0016070:RNA metabolic process
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cinnabar 3,390 3,801 4,026 4,502
cg10463-pa 8,890 9,103 10,050 10,065

Gene                   wtI rapsp89/p62 T1 rapsp89/p62 T5 rapsp89/p62 T10

cg6255-pa 4,882 4,933 5,524 5,455
mitochondrial ribosomal 
protein s26 11,011 10,576 11,741 11,922

CG3803-RA 8,484 8,276 9,528 9,392
import inner membrane 
translocase subunit tim50-
c, mitochondrial precursor 

9,431 9,446 10,035 10,429

CG33331-RA 7,502 7,656 8,295 8,644
CG5045-RA 10,607 10,424 11,203 11,408
lethal (2) tumorous 
imaginal discs 9,165 8,866 10,664 10,815

protoporphyrinogen 
oxidase 9,778 10,334 12,535 12,645

mitochondrial ribosomal 
protein l55 10,460 10,279 11,119 11,424

juvenile hormone-
inducible protein 1 7,519 8,392 10,496 10,014

ferredoxin 9,767 10,471 11,901 11,728
leucyl-trna synthetase 8,826 9,289 10,200 9,941
cg5805-pa 9,593 9,823 10,703 10,429
CG4225-RA 9,483 9,241 10,950 10,486
CG14508-RA 4,372 4,369 5,416 5,526
calcium-binding 
mitochondrial protein anon-
60da 

8,823 9,504 10,916 10,597

metaxin-1 homolog 10,222 10,042 11,601 11,182
cg7813-pa 4,309 4,572 5,686 6,113
black pearl 10,752 10,808 11,493 11,470
cg9410-pb, isoform b 10,226 9,981 11,456 11,173
cg8728-pa 10,115 10,006 11,039 10,908
CG4594-RA 8,134 8,427 9,467 9,964
cg8798-pa, isoform a 9,597 9,590 10,368 10,192
cg16736-pa 5,478 5,302 6,251 6,265
lipoic acid synthase 7,599 7,711 8,974 8,864
cypxiia5 5,530 3,977 9,025 9,568
tamas 7,189 7,676 8,780 8,655
cypxiic1 5,757 5,345 8,317 7,193
cg10748-pa 3,443 3,491 4,052 4,256
heat shock protein 
cognate 5 11,445 11,461 12,506 12,363

mitochondrial carnitine 
palmitoyltransferase i 9,058 8,261 10,102 9,760

CG5028-RB 9,068 9,953 10,876 11,092
cg6512-pa, isoform a 10,899 11,092 11,921 11,775
CG2453-RA 9,614 10,025 10,647 10,656
CG1824-RA 8,446 8,847 9,358 9,532

GO:0005739:mitochondrion
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mitochondrial ribosomal pro 9,859 9,525 10,505 10,603
probable cysteine desulfura 10,329 10,759 11,689 11,480
ferrochelatase 10,669 11,108 12,097 11,850
cg14209-pc, isoform c 7,858 8,632 9,674 9,639
CG5389-RA 4,409 4,688 5,677 6,022

Gene                   wtI rapsp89/p62 T1 rapsp89/p62 T5 rapsp89/p62 T10

apc-like 10,414 10,185 9,644 9,581
nimrod B4 6,791 5,762 4,809 4,932
starry night 11,938 11,908 11,170 10,833
shaggy 10,227 9,677 8,617 8,087
brother of tout-velu 9,185 9,191 8,006 7,899
nemo 4,228 4,531 3,599 3,463
derailed 11,296 11,570 8,667 7,246
wnt oncogene analog 4 10,859 10,525 8,840 8,705
frizzled 9,938 8,894 8,335 7,489

Gene                   wtI rapsp89/p62 T1 rapsp89/p62 T5 rapsp89/p62 T10

cg32506-pa 6,149 5,477 4,187 4,244
cg3996-pa 6,171 5,789 4,218 4,178
cg1695-pa, isoform a 6,015 5,610 4,699 4,581
cg32580-pa 6,637 6,165 3,952 3,324
cg11727-pa, isoform a 8,669 8,628 7,267 7,305
whacked 11,224 11,386 10,548 10,464
CG5337-RA 8,953 8,560 7,803 7,884

Gene                   wtI rapsp89/p62 T1 rapsp89/p62 T5 rapsp89/p62 T10

giant 7,252 8,370 6,482 6,367
pointed 8,488 9,188 7,879 7,561
tolloid 8,846 7,420 5,039 4,742
corkscrew 9,156 9,792 8,117 8,286
downstream of raf1 11,387 11,395 10,295 10,728
folded gastrulation 10,472 9,069 7,997 7,364

Gene                   wtI rapsp89/p62 T1 rapsp89/p62 T5 rapsp89/p62 T10

apc-like 10,414 10,185 9,644 9,581
actin 57b 9,019 6,525 4,198 4,173
egghead 10,696 10,712 9,947 9,967
dunc-115m 12,514 12,478 11,754 11,880
cg8407-pa 10,311 11,430 6,496 6,727

GO:0008293: torso signaling pathway

GO:0016055: Wnt receptor signaling pathway

GO:0032482:Rab protein signal transduction

GO:0007010:cytoskeleton organization and biogenesis
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CG4290-RA 7,188 6,937 4,450 4,639
lim-kinase1 9,944 10,261 9,343 9,180
retinal degeneration a 9,231 9,077 8,324 8,030
calcium/calmodulin-
dependent protein kinase 11,353 11,338 10,756 10,760

abnormal x segregation 9,452 9,843 8,477 8,490
g protein 1 11,104 9,520 6,138 6,380
cg14535-pa 8,043 7,801 6,683 6,637
ovo 9,072 8,239 7,314 6,995
stathmin 11,591 11,890 10,604 10,827
still life 11,158 10,619 10,236 9,338
frizzled 9,938 8,894 8,335 7,489
kinesin-like protein at 68d 9,311 8,959 7,896 8,080
actin 88f 5,219 5,966 4,317 4,829
inflated 9,668 9,832 6,495 7,492
cg7462-pc, isoform c 10,470 9,870 5,767 4,754
cg9121-pa 7,595 6,931 4,674 4,115
hu li tai shao 8,974 9,065 8,372 8,506
shibire 9,274 9,495 8,608 8,460
-tubulin at 85d 6,443 6,530 3,981 4,835
cg1193-pa, isoform a 9,474 9,173 8,144 7,975
ribosomal protein s10b 11,489 11,076 8,136 8,470
wings up a 8,985 8,054 7,303 6,825
cg18214-pc, isoform c 11,511 10,843 8,415 8,355
cg12094-pa 5,119 5,167 4,232 4,229
leonardo protein 12,685 11,639 9,815 9,293
fimbrin 11,139 10,897 9,801 9,520
sarcoglycan 4,285 5,132 3,611 3,793
dystroglycan 11,315 10,482 7,754 8,430
sarcoglycan 10,765 9,220 6,257 6,057
singed 10,659 10,571 8,599 8,512

Gene                   wtI rapsp89/p62 T1 rapsp89/p62 T5 rapsp89/p62 T10

eyes absent 10,037 10,969 5,781 5,505
pointed 8,488 9,188 7,879 7,561
bagpipe 5,087 5,582 3,930 4,169
e(spl) region transcript m 9,054 8,346 6,718 6,314
headcase 12,270 12,019 11,334 10,822
brother of bearded a 9,249 8,557 7,681 6,444
prospero 12,059 11,647 3,623 3,421
leak 10,465 11,055 6,697 6,029
cg13465-pa 9,249 8,557 7,681 6,444

GO:0001708:cell fate specification
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Gene                    wtI l(2)gl4 T1 l(2)gl4 T5 l(2)gl4 T10

ras-related protein rac2 9,251 7,654 7,728 8,185
cg12789-pa, isoform a 7,082 6,091 6,953 4,243
actin 5c 10,927 8,916 9,788 9,149
actin 5c 10,987 8,822 9,701 8,969
beaten path iia 10,310 6,390 6,582 7,563
zero population growth 6,405 4,925 4,172 3,534
g protein 1 7,860 5,457 6,026 5,713
g protein 1 11,104 8,223 7,583 6,961
rab-protein 5 12,347 11,471 11,291 11,145
commissureless 9,110 8,199 8,180 6,915
fork head 8,786 5,585 4,981 6,255
cg33950-pb, isoform b 9,316 7,266 7,154 7,882
cg33950-pb, isoform b 10,117 8,073 7,722 9,408
scratch 11,446 9,030 9,063 8,061
roughoid 6,567 5,629 5,492 4,415
rolling pebbles 7,400 7,247 6,359 5,983
exuperantia 7,087 5,378 5,662 4,636
kruppel 7,788 5,890 4,569 6,545
cg32130-pb, isoform b 10,646 7,823 7,847 7,157
singed 10,659 9,602 8,997 9,713
inturned 6,220 5,470 5,570 4,444
cg3132-pa 9,101 7,615 6,778 5,613
capricious 9,686 8,651 7,806 8,423
empty spiracles 6,761 4,573 3,375 4,645
ecdysone-induced 
protein 63f 1 7,044 4,731 3,763 4,189

dacapo 11,266 9,955 9,891 10,026
kin of irre 7,973 7,041 5,639 6,570
apterous 6,972 7,384 7,614 6,163
apterous 10,088 8,970 8,601 7,247
coracle 11,950 11,290 10,977 10,981
g protein o 47a 11,736 9,804 9,208 9,916
RhoGAPp190 11,734 9,786 8,495 9,155
spalt major 9,120 7,685 7,933 5,616
ultrabithorax 5,455 4,319 3,961 4,789
ets at 21c 6,425 7,219 7,068 5,619
netrin-a 7,256 6,510 5,467 6,015
knirps 4,817 4,016 3,610 4,024
CG4322-RA 9,913 6,512 6,356 4,971
echinus 4,623 3,878 3,922 3,868
fasciclin 1 10,739 9,571 9,296 8,387
CG5336-RA 10,100 9,277 9,463 9,281
ovarian tumor 8,574 6,814 5,435 5,512
scabrous 10,882 10,206 9,151 9,269
knot 8,991 5,908 5,509 7,008
arrest 9,629 8,918 6,461 7,781
arrest 11,448 10,897 8,841 9,363
netrin-b 10,902 9,074 6,739 8,478
bangles and beads 8,958 6,379 5,729 6,423

GO:0030154:cell differentiation
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myocyte enhancing 
factor 2 5,856 5,107 4,122 5,169

misexpression 
suppressor of ksr 2 9,552 9,220 8,308 8,467

misexpression 
suppressor of ksr 2 10,658 8,883 9,309 9,062

segmentation protein ru 8,429 9,424 8,685 6,462
slouch 7,898 3,896 4,446 4,132
hemipterous 9,921 9,302 8,777 8,799
cg7660-pb, isoform b 9,490 8,201 8,437 6,231
serrate 9,372 7,909 6,742 6,731
senseless 5,424 4,856 4,084 4,716
intermediate 
neuroblasts defective 5,730 4,820 4,533 3,984

charlatan 11,038 8,408 8,472 8,806
hormone-receptor-like 
in 78 9,881 8,583 9,035 9,060

leukocyte-antigen-
related-like 9,913 8,191 7,723 8,761

dorsal 6,926 4,223 4,042 4,442
dorsal 9,102 7,867 7,737 6,959
semaphorin 5c 8,976 6,635 6,700 6,782
beaten path ic 5,694 4,537 3,560 4,657
angiotensin converting 
enzyme 7,373 5,870 7,227 5,031

twin of m4 11,206 8,657 9,465 8,673
neuroglian 11,534 10,053 10,383 10,221
barh2 8,296 7,509 6,992 7,263
knockout 8,024 5,910 6,461 5,921
short gastrulation 8,826 7,014 6,491 7,062
chorion protein 16 8,098 6,058 5,864 6,502
lissencephaly-1 12,408 10,994 10,297 10,812
fringe 10,682 7,464 8,583 7,842
spire 9,920 8,758 8,729 9,049
spire 9,086 7,941 7,523 7,184
cg1841-pb, isoform b 10,015 9,459 9,231 9,325
frizzled 9,938 8,598 7,371 7,992
frizzled 11,133 9,409 9,129 7,704
ocelliless 10,546 7,565 5,908 8,835
shaggy 10,227 8,696 7,184 7,823
female sterile (1) m3 6,133 4,540 4,025 3,175
beaten path ia 8,074 6,221 5,748 5,688
camp-dependent 
protein kinase r2 9,793 7,721 6,540 6,538

cg7462-pc, isoform c 10,470 8,991 7,881 6,040
g protein 49b 10,816 9,471 7,644 8,656
tramtrack 8,138 7,336 6,921 6,703
tramtrack 7,869 8,031 7,818 6,503
odorant-binding protein 
99b 7,437 4,723 5,295 4,793

abnormal 
chemosensory jump 6 8,145 6,703 6,654 7,283

scab 10,333 7,307 7,702 6,266
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extra-extra 6,518 5,225 4,978 5,096
fasciclin 2 11,090 10,850 7,928 8,306
fasciclin 2 9,332 8,269 6,495 6,545
fasciclin 2 10,262 9,843 7,295 7,241
fasciclin 2 9,494 8,981 5,478 7,771
cg10382-pa 7,966 5,460 5,512 5,160
modifier of mdg4 7,990 6,703 6,808 6,609
drop 6,680 3,974 3,946 5,202
ecdysone-induced 
protein 74ef 9,330 7,231 6,879 7,434

midline fasciclin 10,105 6,287 6,060 5,323
matrix metalloproteinase 10,092 8,563 8,257 8,239
matrix metalloproteinase 9,542 4,802 5,236 4,705
matrix metalloproteinase 8,561 5,061 5,788 4,555
lethal (2) giant larvae 9,952 4,827 5,170 3,664
spatzle 11,127 7,337 7,258 6,666
broad 9,818 7,729 7,865 8,706
camp-dependent 
protein kinase r1 10,615 9,106 9,075 8,850

tailup 9,918 6,876 6,075 7,742
misshapen 10,513 9,191 9,028 9,276
tiggrin 9,935 6,878 7,152 6,388
protein glass 7,171 5,812 5,791 5,755
bagpipe 5,087 4,574 6,322 4,160
hibris 11,973 9,875 8,991 10,807
ovo 9,072 7,855 5,439 7,632
neuromancer2 8,145 7,111 6,741 7,220
gliotactin 8,262 4,831 6,147 5,716
cg1975-pa 9,459 6,292 5,476 6,420
decapentaplegic 8,958 6,722 5,949 7,467
cg6312-pa 7,746 5,590 5,992 4,608
eyeless 10,026 8,682 8,002 6,687
slingshot 9,284 8,689 8,584 8,386
female sterile (1) nasrat 7,057 6,419 5,680 4,555
wingless 8,049 5,860 5,491 6,668
cg5423-pa 7,701 5,774 6,308 5,789
mastermind 11,100 9,122 8,548 8,766
meiotic w68 11,718 10,469 10,151 10,328
synaptotagmin 11,526 8,222 7,880 7,526
inhibin beta chain 
precursor 9,327 8,488 8,420 7,773

transcription factor glial 
cells missing 2 7,073 4,740 4,751 5,704

sticks and stones 8,266 5,753 6,526 4,714
cubitus interruptus 10,655 8,868 8,111 8,759
bearded 11,270 8,901 8,455 8,245
nubbin 7,426 5,482 4,484 6,075
egalitarian 9,097 7,631 7,451 7,905
swallow 7,523 6,745 5,091 4,817
cut 10,603 7,189 5,722 7,630
heartless 7,310 5,747 5,101 5,031
hunchback 4,919 4,676 4,431 2,815
femcoat 5,530 3,903 3,859 3,982
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cg15630-pa 6,631 5,251 4,895 5,565
cappuccino 9,606 8,993 8,449 7,183
roughest 10,944 10,802 9,102 8,688
death executioner bcl-2 
homologue 8,178 7,468 8,084 5,991

araucan 6,322 4,524 3,773 4,444
fasciclin 3 10,590 7,960 7,509 8,330
fasciclin 3 8,955 5,880 5,991 6,011
golden goal 10,385 9,219 8,931 8,054
CG7588-RA 6,748 5,362 5,008 5,808
mirror 8,724 6,711 4,762 7,405
moesin 12,233 11,241 11,343 11,466
modifier of mdg4 8,511 7,537 7,693 5,775
modifier of mdg4 7,990 6,703 6,808 6,609
furry 9,955 9,239 9,006 9,057
homothorax 10,038 9,443 8,071 7,672
retained 8,778 7,207 5,797 5,658
maelstrom 7,330 6,897 6,645 5,092
plexin b 10,672 9,283 7,896 9,489
klingon 11,095 8,931 8,570 6,001
shibire 10,245 8,825 8,759 9,041
cg33991-pd, isoform d 11,235 9,052 9,178 9,733
blown fuse 10,472 8,852 9,001 6,161
big brain 6,570 4,944 5,390 4,312
multiple edematous wing 9,612 7,937 7,700 7,945
multiple edematous wing 7,715 5,450 5,910 5,247
deformed 4,806 3,925 3,671 3,700
rhomboid 10,450 8,901 7,941 8,191
netrin receptor unc-5 
precursor 11,151 8,964 9,483 9,410

ninjurin a 9,378 6,682 6,979 5,927
e(spl) region transcript m 12,037 6,877 6,530 7,320
brother of bearded a 9,437 7,610 7,800 7,212
dachsous 9,258 6,415 5,084 6,250
egghead 11,376 10,249 10,590 10,537
trachealess 8,165 7,540 7,042 7,224
matrix metalloproteinase 7,293 7,201 7,461 6,225
Heparan sulfate 3-O 
sulfotransferase-B 9,005 6,252 6,225 4,526

zn finger homeodomain 9,917 8,685 7,489 8,198
derailed 11,296 10,862 9,942 8,356
barh1 7,685 6,279 6,114 4,530
cg10068-pa 9,868 8,690 9,092 8,653
minibrain 7,778 8,992 7,348 7,019
bag of marbles 4,870 5,818 7,035 4,165
optix 9,894 11,409 11,280 4,191
jelly belly 8,133 6,077 4,894 6,436
cg18214-pc, isoform c 11,511 9,838 8,471 8,743
CG1776-RA 8,050 5,921 5,569 6,794
e(spl) region transcript m 10,827 4,833 4,227 5,553
kinesin associated 
protein 3 10,376 9,863 9,258 8,880

cg7037-pb, isoform b 10,880 9,700 9,028 9,734
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flightin 5,072 3,767 3,343 3,251
cg3871-pa, isoform a 6,556 11,827 12,061 5,718
tincar 7,373 5,756 6,274 5,567
tincar 7,686 5,926 6,028 6,128
tincar 9,659 6,707 6,262 7,155
Myofilin 9,087 6,704 5,918 7,449
Myofilin 9,080 7,133 7,680 7,407
CG30132-RB 11,718 10,469 10,151 10,328
upheld 7,606 5,894 6,231 5,911
atonal 8,049 4,766 5,154 4,597
single-minded 8,822 5,200 5,654 4,661
d-ptx1 7,535 5,133 4,461 6,159
cg10699-pa, isoform a 9,152 6,368 4,222 7,768
astray 9,284 8,041 7,821 6,324
chorion protein 19 7,577 4,143 4,437 4,007
wishful thinking 10,018 7,337 6,815 5,848
outstretched 8,891 4,987 4,336 3,794
glutamic acid 
decarboxylase 1 11,142 5,704 5,333 5,350

dachshund 11,874 9,580 8,977 7,310
CG2082-RC 9,798 7,694 7,173 6,885
glial cells missing 8,785 6,608 7,434 6,975
ecdysone-induced 
protein 75b 9,312 7,910 7,221 8,695

reversed polarity 10,637 7,115 7,506 7,088
cg8250-pa 10,788 7,542 5,440 6,971
cg4328-pa 8,692 6,056 6,049 6,249
cg18350-pj, isoform j 10,459 10,190 5,770 8,240
kelch 11,361 8,879 8,363 9,667
beaten path ib 10,130 7,733 7,988 8,067
nervy 9,307 10,306 9,338 8,366
skittles 7,790 6,539 6,861 6,510
nervous fingers 1 12,260 11,310 10,875 10,432
dystroglycan 11,315 9,305 8,693 8,239
toll 8,284 6,654 5,655 7,427
toll 11,356 7,316 7,060 7,008

GO:0008105:asymmetric protein locazation

Gene                    wtI l(2)gl4 T1 l(2)gl4 T5 l(2)gl4 T10

miranda 9,362 11,378 11,290 11,578
snail 8,858 10,899 11,464 11,491
bazooka 7,209 9,314 8,954 8,333
escargot 9,024 9,811 10,240 10,296
ric8a 5,005 5,171 6,143 5,717
worniu 8,891 10,639 11,581 11,895
inscuteable 10,145 11,746 11,440 11,219
partner of numb 8,532 10,409 10,813 10,689

GO:0007067:mitosis
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Gene                    wtI l(2)gl4 T1 l(2)gl4 T5 l(2)gl4 T10

nebbish 7,762 9,596 9,839 9,832
dynein heavy chain 64c 5,542 7,236 7,335 7,538
z600 4,228 9,384 8,742 8,256
cg2812-pa 8,812 10,555 11,265 10,775
ecdysone-induced 
protein 63e 6,999 10,781 10,219 10,772

non-claret disjunctional 10,664 11,511 11,704 11,622
trithorax-like 5,257 6,317 6,912 6,281
trithorax-like 7,080 8,584 8,227 8,714
myosin 95e 4,234 5,074 5,314 4,910
borealin 10,850 11,884 12,120 12,101
minichromosome 
maintenance 2 10,053 11,436 11,321 11,416

mep50 homolog 10,339 10,989 11,612 11,615
mutagen-sensitive 101 6,406 9,061 8,598 8,894
orientation disrupter 3,839 6,967 6,636 4,458
origin recognition 
complex subunit 2 7,474 9,535 9,650 9,602

zwilch 8,513 9,599 10,115 10,112
eco1 homolog 8,688 9,446 9,532 9,944
nem-sensitive fusion 
protein 2 7,253 8,444 8,887 8,395

CG5202 6,465 7,524 7,884 7,568
cg4329-pb, isoform b 3,865 6,007 5,423 5,407
g2/mitotic-specific 
cyclin-b3 10,502 11,632 11,346 11,814

minichromosome 
maintenance 6 10,937 11,596 11,956 12,073

-tubulin at 37c 6,328 7,460 9,192 8,653
meiotic recombination 1 10,733 11,738 12,341 12,222
replication-factor-c 
40kd subunit 11,885 12,715 12,709 12,488

separase 7,967 10,558 9,961 9,816
cdc23 9,388 10,766 10,794 10,622
pelota 9,153 9,819 10,053 10,127
cyclin-dependent kinase 
subunit 30a 10,670 11,561 11,454 11,711

cyclin-dependent kinase 9,964 10,633 10,792 10,747
cg6897-pa 7,988 8,999 9,263 9,038
imaginal discs arrested 8,436 9,093 9,700 9,675
cg12010-pa, isoform a 7,937 9,581 9,719 9,574
cg9333-pa 5,582 7,355 8,253 7,929
CG16892-RA 8,986 9,746 10,022 10,081
rho-kinase 7,949 10,108 9,203 9,229
meiotic from salaria 282 9,282 11,153 10,512 10,412
greatwall 8,070 9,592 9,595 9,427

GO:0006281:DNA repair
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Gene                    wtI l(2)gl4 T1 l(2)gl4 T5 l(2)gl4 T10

flap endonuclease 1 9,762 10,589 11,078 11,038
mutagen-sensitive 309 9,620 10,723 10,844 10,549
CG7246-RA 6,883 7,839 8,065 8,526
CG11403-RA 8,169 9,199 9,370 9,349
lodestar 8,857 10,384 10,362 10,788
structure specific 
recognition protein 10,556 11,271 11,527 11,610

Ku80 9,001 10,386 11,032 10,562
cg6318-pa 4,196 5,933 6,051 5,792
cg7376-pa 8,566 9,408 9,631 9,694
cg10018-pa 7,758 9,578 9,773 9,805
inverted repeat-binding 
protein 9,290 10,874 11,013 10,882

Pms2 9,481 10,146 10,396 10,516
cg2525-pa 8,103 10,354 10,440 10,503
g/t mismatch-specific 
thymine dna 
glycosylase 

7,463 8,647 8,840 8,627

CG5524-RA 9,205 10,293 10,132 10,351
meiotic recombination 1 10,733 11,738 12,341 12,222
xpg-like endonuclease 8,773 9,446 10,396 10,073
mutagen-sensitive 308 8,316 9,135 9,139 9,344
replication-factor-c 
40kd subunit 11,885 12,715 12,709 12,488

drev1 9,064 9,989 10,064 9,993
cg7602-pb, isoform b 7,209 9,017 9,127 8,312
re31829p 9,027 9,923 10,119 9,833
cg2412-pa 7,709 8,480 8,703 8,350
replication factor c 
38kd subunit 9,996 11,028 10,914 10,969

tyrosyl-dna 
phosophodiesterase 1 8,048 10,755 10,941 10,909

mutagen-sensitive 210 10,985 11,732 11,919 12,180
CG10898-RA 8,616 9,752 9,655 9,298
cg9601-pa 10,185 10,911 10,944 10,648
cg2990-pb, isoform b 4,638 7,675 7,161 7,529
dna-polymerase- 7,669 9,306 9,483 9,630
dogg1 8,751 10,136 9,836 9,625
ligase4 7,973 9,957 9,541 8,927
dna polymerase 180kd 6,951 8,820 7,797 7,933
cg10215-pa 9,703 10,424 11,258 10,831
mutagen-sensitive 205 8,092 9,872 10,180 9,821
CG10694-RA 4,409 5,576 5,819 4,982
cg18271-pa 6,203 7,805 7,949 7,491
spindle b 6,886 8,128 8,376 8,495
Rad9 8,736 9,845 9,823 9,381

GO:0007018:microtubule_based movement
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Gene                   wtI l(2)gl4 T1 l(2)gl4 T5 l(2)gl4 T10

cg10834-pa 3,573 6,556 6,087 4,839
nebbish 7,762 9,596 9,839 9,832
dynein heavy chain 64c 5,542 7,236 7,335 7,538
no distributive disjunctio 8,405 9,053 9,459 9,262
cg13930-pa 4,295 5,370 5,422 5,039
CG9313-RA 6,872 8,936 8,288 8,271
jagunal 9,702 11,082 10,722 10,984
non-claret disjunctional 10,664 11,511 11,704 11,622
kinesin-like protein at 61 10,114 10,913 10,795 10,917
cg12042-pa 9,758 10,480 10,605 10,234
cg13809-pa 5,875 8,310 7,894 6,077
cg7059-pa, isoform a 9,259 10,819 11,175 11,636
lethal (2) 37Ce 9,677 10,941 10,829 10,287
dynein heavy chain at 89 3,810 5,922 5,606 4,451
milt 7,872 8,790 8,919 8,836
putative inner dynein 
arm light chain, 
axonemal 

3,781 4,751 5,111 4,325

-tubulin at 37c 6,328 7,460 9,192 8,653
dynein heavy chain at 62 4,697 6,962 7,245 5,801
CG14763-RA 4,954 6,456 6,744 5,433
cg10859-pa 3,839 6,916 8,564 5,653

GO:0051320: S phase

Gene                   wtI l(2)gl4 T1 l(2)gl4 T5 l(2)gl4 T10

dna primase large subun 8,251 9,432 9,877 9,931
cg14549-pa 9,542 10,135 10,915 10,696
cg18013-pa 8,099 9,963 9,504 9,409
CDC45L 9,184 10,625 10,165 10,347
cg9187-pa 7,547 8,843 9,501 9,077

GO:0001709:cell fate determination

Gene                   wtI l(2)gl4 T1 l(2)gl4 T5 l(2)gl4 T10

scute 7,312 8,516 8,377 8,962
dynein heavy chain 64c 5,542 7,236 7,335 7,538
grainy head 8,639 10,713 10,494 11,255
mutagen-sensitive 301 8,173 9,458 10,104 9,528
bag of marbles 4,870 5,818 7,035 4,165
inscuteable 10,145 11,746 11,440 11,219
stonewall 5,547 8,053 7,748 8,251
miranda 9,362 11,378 11,290 11,578
bazooka 7,209 9,314 8,954 8,333
escargot 9,024 9,811 10,240 10,296
brachyenteron 2,905 3,569 3,865 3,494
ventral veins lacking 5,818 6,562 7,220 7,958
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spindle b 6,886 8,128 8,376 8,495
spindle d 6,456 8,451 8,781 8,567
held out wings 6,315 7,712 7,751 7,892
missing oocyte 9,136 10,211 10,135 10,116
seven up 4,467 7,340 7,117 8,190

GO:0008168:methyltransferase activy

Gene                   wtI l(2)gl4 T1 l(2)gl4 T5 l(2)gl4 T10

arginine methyltransfera 9,907 9,599 10,465 10,854
cg8939-pa 8,233 8,080 9,412 9,748
18s rrna dimethylase 9,193 9,431 10,244 10,218
rrna (uridine-2'-o-)-
methyltransferase 7,625 7,556 8,984 8,318

probable n(2),n(2)-
dimethylguanosine trna 
methyltransferase 

9,718 9,539 10,598 10,735

spermidine synthase 7,782 8,203 8,830 9,213
cg32281-pa 8,728 8,506 9,397 9,459
cg1074-pa 9,347 9,496 10,173 10,100
arginine methyltransfera 9,635 9,311 10,549 11,161
cg10623-pa 7,449 8,106 9,176 9,153

GO:0042254:ribosome biogenesis 

Gene                   wtI l(2)gl4 T1 l(2)gl4 T5 l(2)gl4 T10

eIF4E-4 8,003 6,032 6,058 7,518
Nnp-1 9,237 8,977 9,773 10,345
cg8939-pa 8,233 8,080 9,412 9,748
mystery 45a 9,480 9,249 10,433 10,847
18s rrna dimethylase 9,193 9,431 10,244 10,218
dribble 9,485 8,720 10,457 10,463
rrna (uridine-2'-o-)-
methyltransferase 7,625 7,556 8,984 8,318

dead box protein 73d 8,593 8,802 9,640 10,150
surfeit 6 10,426 10,318 11,293 11,195
cg32409-pa 10,669 10,720 11,782 12,036

GO:0005739:mitochondrion

Gene                   wtI l(2)gl4 T1 l(2)gl4 T5 l(2)gl4 T10

mitochondrial ribosomal 
protein s31 10,345 10,323 11,384 11,031

mitochondrial ribosomal 
protein l55 10,460 10,604 11,191 11,537

mitochondrial ribosomal 
protein l28 9,973 10,389 11,250 11,210



Anexo Tabla VIII

Anexo Tabla VIII
10

putative succinyl-coa 
ligase (gdp-forming) 
beta-chain 

7,983 6,414 8,247 7,870

cg1516-pa, isoform a 5,133 5,658 6,465 6,417
mitochondrial ribosomal 
protein l43 #N/A #N/A #N/A #N/A

mitochondrial ribosomal 
protein l46 10,169 9,874 11,015 11,240

mitochondrial ribosomal 
protein l11 10,347 10,073 10,862 10,948

mitochondrial ribosomal 
protein l1 11,027 10,726 11,686 11,817

mitochondrial ribosomal 
protein l21 9,419 9,104 9,970 9,953

mitochondrial ribosomal 
protein l10 9,002 9,250 9,771 9,956

mitochondrial ribosomal 
protein l38 9,859 9,169 10,800 10,391

mitochondrial ribosomal 
protein l18 9,798 9,697 10,570 10,907

mitochondrial ribosomal 
protein s35 9,500 9,314 10,114 10,174

tamas 7,189 7,790 9,369 9,174

Gene                  wtI l(2)gl4 T1 l(2)gl4 T5 l(2)gl4 T10

drop 6,680 3,974 3,946 5,202
nemo 4,228 4,172 4,751 5,811
knot 8,991 5,908 5,509 7,008
inflated 9,668 8,943 7,776 10,383
mirror 8,724 6,711 4,762 7,405
mirror 8,445 6,721 5,740 7,698
trithorax-like 9,747 10,229 11,203 11,066
crinkled 7,894 6,309 7,640 8,834
bifid 11,396 6,864 5,171 11,671
scribbler 5,811 6,617 8,210 7,636
pox neuro 4,358 4,339 4,746 10,212
penguin 10,746 10,662 11,544 11,591
connector enhancer of k 10,168 9,903 9,903 11,100
asteroid 8,226 8,339 9,054 9,304
glass bottom boat 10,521 10,421 11,341 11,170
vestigial 7,129 5,395 5,434 6,561
fat 10,427 8,108 8,213 10,236
hedgehog 6,054 6,522 6,380 8,425
engrailed 7,929 5,809 4,836 7,411
blistered 8,506 8,571 9,495 9,472

Gene                  wtI l(2)gl4 T1 l(2)gl4 T5 l(2)gl4 T10

GO:00355220:wing disc development

GO:0019861:flagellum
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troponin c at 73f 9,060 7,117 7,197 10,612
troponin c at 73f 8,632 6,695 5,728 7,961
don juan #N/A #N/A #N/A #N/A
cg31302-pa, isoform a 8,936 6,728 7,255 7,927
longitudinals lacking 11,188 9,242 9,249 11,697
longitudinals lacking 9,518 9,593 8,358 11,856

GO:0051299:centrosome separation

Gene                 wtI l(2)gl4 T1 l(2)gl4 T5 l(2)gl4 T10

dynein heavy chain 64c 5,542 7,236 7,335 7,538
non-claret disjunctional 10,664 11,511 11,704 11,622
kinesin-like protein at 61 10,114 10,913 10,795 10,917
aurora 8,900 11,212 10,939 9,717
la related protein 6,187 7,655 7,790 7,879
kinesin-like protein at 67 9,012 10,390 10,584 10,759

Gene                 wtI l(2)gl4 T1 l(2)gl4 T5 l(2)gl4 T10
g2/mitotic-specific 
cyclin-b3 10,502 11,632 11,346 11,814

cyclin k 10,034 10,752 10,795 10,864
cyclin-dependent kinase 
subunit 30a 10,670 11,561 11,454 11,711

cyclin c 10,230 10,971 10,974 10,918
cyclin d 8,928 9,910 9,917 10,141
kokopelli 9,884 10,672 11,119 10,928
cyclin h 10,281 11,912 11,637 10,919

GO:0016538:cyclin-dependent protein kinase regulator activity
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GO:0030154:cell differentiation

Gene                   wt bratk06028/+ 
L3 brain

bratk06028 
L3 brain

bratk06028 
T1 bratk06028 T5 bratk06028 T10

cg1841-pb, isoform b 9,971 9,907 9,070 9,442 9,887 9,767
CG6582-RA 12,239 12,276 11,496 11,533 12,107 12,098
deep orange 9,452 9,460 8,152 8,616 10,112 9,909
cubitus interruptus 9,499 10,145 8,485 8,606 8,104 8,181
fringe 10,023 10,585 9,289 7,687 9,196 9,025
buffy 7,986 7,853 6,022 5,142 5,073 4,808
plexin b 11,539 11,346 10,708 11,020 10,693 10,860
plexin b 10,651 9,822 9,184 9,669 9,305 9,360
polyhomeotic proximal 11,483 11,009 10,495 10,563 10,875 10,686
protein xmas-2 7,487 6,579 6,830 7,720 7,957 7,999
protein tyrosine 
phosphatase 69d 9,742 9,566 8,807 9,113 9,207 9,285

protein glass 7,593 7,760 5,788 5,468 5,311 5,067

adenosine deaminase-
related growth factor a 

9,457 8,742 7,609 9,850 8,964 8,995

vitelline membrane 32e 6,543 5,632 5,465 5,739 5,209 5,668
fasciclin 1 10,688 10,536 9,824 9,102 9,066 9,195
gliotactin 7,812 8,232 6,257 4,952 4,989 5,039
CG16857-RA 8,705 8,903 6,788 5,431 6,863 6,765
derailed 11,431 11,338 10,631 10,638 10,490 9,495
organic cation transport 9,550 9,122 8,734 9,490 10,328 10,560
twin of m4 10,574 10,919 8,505 8,200 8,973 9,540
failed axon connections 12,308 12,072 11,601 11,479 11,199 11,581
cg33991-pd, isoform d 10,349 10,813 9,372 9,520 9,606 10,027
lissencephaly-1 12,338 12,245 11,487 11,229 11,015 10,850
reaper 10,421 9,421 8,865 8,003 8,100 8,242
dreadlocks 11,465 10,661 10,140 10,410 10,111 10,078
ras oncogene at 85d 12,009 11,897 11,388 11,545 11,547 11,494
cg33950-pb, isoform b 7,789 8,663 6,704 7,218 7,001 7,236
cg33950-pb, isoform b 9,303 9,428 7,755 7,438 7,352 7,418
cg33950-pb, isoform b 9,528 10,079 8,439 8,101 7,635 7,621
dacapo 11,289 11,513 10,235 9,821 10,021 10,217
enhancer of bithorax 10,646 10,404 9,606 9,660 9,764 9,979
ribosomal protein s29 6,692 5,631 5,477 7,542 6,288 5,769
downstream of 
receptor kinase 12,620 12,316 11,967 11,945 11,595 11,171

e(spl) region transcript 11,288 11,053 9,440 8,679 9,406 8,346
basket 11,599 11,161 10,266 10,565 10,581 10,419
basket 11,870 11,733 11,216 11,200 11,328 11,343
camp-dependent 
protein kinase r2 9,925 9,998 8,537 8,081 7,028 7,650

golden goal 11,276 10,494 8,615 9,002 9,143 8,191
downstream of raf1 11,611 11,477 10,976 11,251 11,265 11,140
starry night 11,985 11,734 10,680 10,625 10,928 10,456
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re26822p 9,887 9,337 8,081 8,472 9,253 8,930
roundabout 11,749 11,355 10,781 11,049 10,730 10,806
broad 9,575 9,735 8,821 7,750 8,798 9,340
lethal of scute 9,125 9,382 7,424 8,000 8,361 8,881
ras opposite 9,143 9,361 8,077 8,026 8,701 8,601
anterior open 10,642 10,790 9,563 9,930 9,563 10,052
death associated 
molecule related to 
mch2 

6,203 7,121 4,689 6,960 5,461 4,825

pole hole 10,070 9,884 8,914 9,318 9,872 9,804
charlatan 11,018 10,627 9,175 8,737 8,379 8,403
spalt major 9,829 10,342 8,344 7,166 7,550 6,955
faint sausage 11,639 11,159 9,681 8,826 9,322 8,835
pten3 9,542 9,512 8,732 8,929 9,081 9,174
rugose 10,400 10,072 9,458 8,877 8,825 9,295
trithorax-like 11,643 11,514 10,257 11,109 10,691 10,815
cg7913-pd, isoform d 7,703 7,693 6,504 7,172 7,552 7,223
kinesin-like protein at 6 8,396 8,098 7,030 7,382 8,007 7,726
cg6312-pa 8,482 8,006 5,616 6,078 5,884 5,555
dishevelled 11,950 11,787 10,919 11,410 11,641 11,579
shibire 10,009 10,039 8,760 8,884 9,208 9,258
shibire 10,132 9,511 9,269 9,188 8,913 9,053
cg8815-pa, isoform a 9,963 9,034 8,194 8,840 8,956 8,670
cg5869-pa 11,372 10,945 10,501 10,255 10,258 10,022
cg33979-pa, isoform a 12,285 12,142 11,551 11,755 11,584 11,442
armadillo 12,496 12,438 11,851 11,829 12,068 12,015
disabled 9,500 8,698 8,448 8,818 8,687 8,421
longitudinals lacking 11,330 11,129 9,561 8,927 9,590 9,191
longitudinals lacking 8,671 7,603 8,025 7,887 8,196 8,079
longitudinals lacking 7,933 6,444 6,179 7,065 7,335 6,751
longitudinals lacking 7,446 5,251 5,619 6,474 6,465 5,882
longitudinals lacking 11,890 11,632 11,169 11,019 10,893 10,988
e(spl) region transcript 9,868 10,150 7,521 7,674 7,602 7,398
abrupt 9,620 9,998 8,945 9,281 8,430 8,581
serine/threonine kinase 10,595 10,509 9,742 10,325 10,175 10,145
g protein 1 8,463 8,410 6,489 5,710 6,413 6,258
retina aberrant in patter 9,635 9,113 8,780 9,060 9,043 8,888
enhancer of split 10,618 10,768 9,395 8,590 8,972 8,444
multi sex combs 7,968 7,924 7,066 7,570 8,230 8,182
sickle 9,941 9,423 7,878 7,845 7,948 7,548
shaggy 11,220 10,976 10,605 10,690 10,633 10,722
scratch 10,916 11,085 9,725 8,474 9,106 8,794
minibrain 9,458 7,335 8,487 8,308 7,254 7,936
rho-like 9,859 9,145 8,718 8,004 7,896 8,074
frizzled 10,895 11,008 9,329 9,104 9,170 8,673
intermediate 
neuroblasts defective 6,150 5,623 4,482 4,206 4,513 4,213

egghead 11,251 11,249 10,149 10,209 10,823 10,883
domeless 9,449 9,015 8,048 9,157 8,808 8,997
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camp-dependent 
protein kinase 1 7,531 7,383 6,702 6,368 6,485 6,567

misshapen 10,595 10,072 8,838 9,055 9,816 9,644
netrin receptor unc-5 
precursor 10,929 10,748 8,807 9,303 9,478 9,367

CG6203-RA 12,067 11,950 11,410 11,657 11,418 11,609
CG6203-RA 7,289 7,343 6,522 7,462 7,783 7,683
bluestreak 9,745 9,464 8,800 9,032 9,322 9,243
no optic lobe 5,513 4,706 4,669 6,079 6,448 6,716
pox neuro 5,981 6,157 3,850 3,559 3,902 3,355
cadherin-n 9,583 8,831 8,225 7,431 7,689 7,538
astray 8,858 10,627 7,807 8,587 7,603 7,913
costa 9,951 9,678 9,250 9,899 9,354 9,433
daughters against dpp 9,223 9,422 8,037 7,707 7,749 8,285
transcription factor 
glial cells missing 2 7,148 6,835 4,435 4,292 4,782 4,436

sticks and stones 8,772 8,525 6,820 8,544 8,137 7,838
grim 8,845 8,169 7,895 7,411 7,526 8,285
nervous fingers 1 12,417 12,061 11,248 11,319 11,380 10,804
big brain 7,907 7,007 4,599 4,587 4,710 4,711
hormone-receptor-like 
in 78 9,805 9,774 8,945 8,753 8,621 8,791

CG1587-RC 11,824 11,944 11,181 11,476 11,569 11,520
misexpression 
suppressor of ksr 2 10,657 10,360 8,619 8,312 8,914 8,671

misexpression 
suppressor of ksr 2 10,306 9,436 9,010 9,027 8,352 8,285

histidine decarboxylase 5,485 6,134 3,433 2,874 3,689 2,860
hu li tai shao 6,975 5,821 4,778 5,001 5,176 5,006
hu li tai shao 11,619 11,640 11,023 11,146 11,156 11,044
klingon 11,200 11,129 9,159 7,770 9,515 8,133
camp-dependent 
protein kinase r1 10,090 10,323 8,956 8,833 9,041 8,880

jun-related antigen 9,535 9,626 8,156 8,522 9,627 9,364
discs large 1 9,455 8,964 8,469 8,556 7,744 8,463
cg7037-pb, isoform b 11,150 10,320 9,626 9,412 9,660 9,460
ninjurin a 8,324 8,847 6,641 6,717 5,794 6,263
spire 8,801 8,591 7,320 7,744 7,538 7,065
CG4615-RA 9,996 9,931 8,386 8,927 9,274 9,241
protein tyrosine 
phosphatase 61f 10,596 10,883 9,965 9,810 11,198 10,951

cg33960-pa 6,112 5,380 5,066 4,550 4,987 4,698
signal-transducer and 
activator of 
transcription protein at 
92e 

11,523 11,341 10,873 11,183 10,506 10,744

supernumerary limbs 10,295 10,211 9,526 9,858 9,957 9,671
adh transcription factor 11,283 11,166 10,411 10,818 11,042 11,112
spectrin 12,172 11,961 11,530 11,487 11,575 11,456
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tincar 8,529 7,979 6,240 5,136 5,801 5,645
tincar 6,376 5,670 4,926 4,992 5,044 4,766
tincar 9,076 9,449 7,455 5,956 6,521 6,142
tincar 7,660 7,584 6,582 5,755 6,350 6,083
cg9403-pc, isoform c 7,891 7,621 6,759 8,252 8,374 8,203
commissureless 8,987 9,344 8,298 7,672 8,006 7,539
doughnut on 2 8,218 8,431 6,385 7,568 8,183 8,154
bearded 10,984 10,819 9,577 8,541 8,081 8,435
thread 11,307 11,369 10,316 10,197 10,963 10,814
leak 10,689 10,563 9,751 9,984 10,168 9,003
scabrous 6,765 7,374 6,077 5,618 6,457 6,218
scabrous 10,220 10,690 9,504 8,634 8,858 9,094
dynein heavy chain 64c 11,312 11,034 10,234 10,432 10,531 10,556
dynein heavy chain 64c 6,243 4,972 5,327 6,226 5,807 5,733
flightin 6,175 7,156 4,540 3,410 3,317 3,326
cappuccino 9,003 9,013 7,961 7,693 6,950 7,253
neuroglian 10,806 11,305 10,069 9,600 10,485 10,701
leukocyte-antigen-
related-like 10,167 9,881 8,504 8,728 8,922 8,638

hibris 12,387 11,858 11,204 11,623 10,996 10,640
down syndrome cell 
adhesion molecule 10,023 10,077 9,044 9,600 9,440 9,024

tnf-receptor-associated 
factor 2 10,336 10,196 9,355 9,889 9,892 9,710

connector of kinase to 
ap-1 10,595 10,880 9,583 9,747 10,096 9,972

capricious 7,860 7,347 6,630 6,508 7,098 7,034
capricious 7,860 7,347 6,630 6,508 7,098 7,034
kinesin associated 
protein 3 10,882 10,074 9,812 9,702 9,546 9,455

extra macrochaetae 12,034 12,146 11,444 11,094 11,342 11,112
Heparan sulfate 3-O 
sulfotransferase-B 9,768 9,499 7,092 5,330 6,520 5,516

cg10068-pa 10,586 10,209 8,984 8,061 8,765 8,337
inturned 6,154 6,314 5,246 5,145 4,951 5,278
toll 10,432 10,632 7,790 7,758 7,018 6,800
apterous 10,901 9,681 8,352 9,338 10,044 9,318
apterous 8,538 7,218 6,449 7,651 8,514 7,518
semaphorin 5c 8,322 9,032 6,910 7,701 6,721 6,990
shotgun 7,910 6,853 6,451 7,499 8,181 7,944
patched 6,435 5,758 5,739 6,558 6,394 6,226
g protein 49b 6,076 5,199 4,940 5,368 7,131 7,525
muscle lim protein at 84 7,500 7,482 6,651 6,090 6,891 6,822
clathrin heavy chain 12,401 12,412 11,396 11,282 11,974 11,877
protein kinase dik2 10,792 10,552 9,482 9,863 10,108 10,192
fasciclin 2 9,145 9,510 7,452 6,434 6,929 6,666
wrinkled 7,045 6,994 5,990 6,804 5,778 5,907
wishful thinking 10,246 9,327 7,489 6,599 7,134 6,064
abl tyrosine kinase 9,140 8,940 7,843 7,771 8,780 8,598
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liquid facets 11,358 11,021 10,720 10,463 10,390 10,486
calcium/calmodulin-
dependent protein 
kinase ii 

9,188 8,752 7,578 8,634 8,144 8,564

breathless 5,405 5,451 4,793 4,693 5,243 5,198
atonal 8,168 8,282 5,313 4,467 4,927 4,847
female sterile (2) ltopp4 8,904 8,946 7,529 8,707 9,767 9,379
CG30132-RB 11,435 11,376 10,522 10,352 10,574 10,566
meiotic w68 8,809 8,709 7,691 7,814 8,916 8,523
meiotic w68 11,435 11,376 10,522 10,352 10,574 10,566
gustavus 11,874 11,696 11,251 11,540 11,468 11,395
knockout 7,889 7,944 6,568 6,854 7,061 7,251
dystroglycan 11,908 11,751 10,033 9,550 9,596 9,225
ribonuclear protein at 97 9,732 9,315 7,369 8,322 8,916 8,677
cg1520-pb, isoform b 7,500 7,261 6,619 7,429 7,856 7,755
cg1520-pb, isoform b 9,939 9,754 9,011 9,506 9,595 9,375
actin 5c 11,953 11,280 10,215 9,370 9,796 9,486
actin 5c 12,090 11,871 10,709 10,763 11,523 11,303
actin 5c 11,974 11,295 10,191 9,343 9,743 9,329
odorant-binding protein 10,713 12,366 7,488 5,150 5,194 5,489
netrin-a 8,561 8,079 6,823 5,846 5,454 5,227
single-minded 9,658 8,587 6,269 4,719 7,095 5,782
cg5423-pa 8,986 7,919 6,011 4,688 6,114 5,430
glutamic acid 
decarboxylase 1 11,046 11,670 9,439 3,284 5,245 3,207

eyeless 9,673 9,810 8,115 7,443 9,759 10,246
slouch 8,229 9,022 5,830 3,942 5,017 4,490
jelly belly 8,756 8,532 7,628 6,759 5,427 6,029
roughoid 7,711 7,612 6,145 3,668 5,209 4,404
cg4328-pa 9,009 8,608 7,218 5,787 5,690 5,475
outstretched 8,763 8,454 5,622 4,324 4,322 4,167
stall 6,908 4,688 5,607 4,294 4,423 4,694
cg12789-pa, isoform a 10,493 9,925 9,200 5,761 4,873 4,760
beaten path iia 10,179 9,315 7,192 4,991 4,565 4,769
shaven 8,345 6,660 5,211 3,402 3,641 3,956
barh1 8,723 8,464 6,885 4,791 6,402 5,672
extra-extra 8,314 7,231 6,583 5,554 4,668 4,975
huckebein 8,058 8,606 6,049 3,811 4,197 3,945
knot 9,686 9,406 7,278 6,086 8,028 9,044
e(spl) region transcript 9,832 9,728 7,147 5,367 4,904 4,681
dachsous 8,318 9,603 7,034 5,755 4,705 5,140
heartless 8,411 8,383 7,670 3,548 4,339 4,797
cg10382-pa 10,567 10,627 10,553 5,020 4,552 4,877
singed 11,575 11,172 10,401 9,324 9,425 9,624
shaggy 10,451 10,485 10,197 8,248 8,034 8,546
plexin b 10,513 10,532 10,220 9,273 9,190 9,606
smooth 11,009 11,369 10,849 9,341 8,639 9,041
trachealess 8,488 8,979 8,401 7,284 6,879 6,903
hemipterous 9,013 8,761 9,855 7,874 8,478 8,589
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amyloid protein 
precursor-like 12,257 12,318 11,579 10,033 10,986 11,315

cg3132-pa 10,512 9,402 7,991 6,399 6,421 5,806
toll 8,910 7,903 8,901 7,169 5,860 6,847
fasciclin 2 10,793 10,654 10,255 8,099 8,226 8,698
fasciclin 2 9,744 9,653 10,203 8,222 7,244 7,501
fasciclin 2 9,948 10,054 8,803 6,932 7,544 7,680
cg10699-pa, isoform a 9,242 9,304 8,799 6,055 4,784 5,756
leonardo protein 12,690 12,774 11,956 10,871 10,502 10,727
tailup 9,866 9,566 8,348 6,089 5,935 6,268
reversed polarity 11,559 10,939 10,179 5,406 5,919 6,229
cg18350-pj, isoform j 11,532 10,555 11,053 7,928 8,328 9,117
putative neural-
cadherin 2 precursor 5,058 4,785 5,030 4,252 4,652 4,664

CG5336-RA 10,457 9,850 9,742 8,951 9,284 9,474
hedgehog 5,837 7,087 7,404 5,164 5,711 5,743
ecdysone-induced 
protein 63f 1 8,649 7,695 6,837 4,076 3,474 4,228

ocelliless 11,127 10,636 10,249 7,635 6,414 7,641
engrailed 8,397 8,679 8,428 6,654 5,113 5,931
don juan 5,673 6,588 6,324 5,416 4,800 4,654
cg1975-pa 9,712 9,726 8,486 6,848 6,024 6,290
zn finger homeodomain 10,723 10,224 9,962 8,719 8,411 8,689
empty spiracles 7,519 8,273 7,091 5,065 3,939 4,140
e(spl) region transcript 10,503 11,443 9,203 6,943 6,380 6,610
knirps 5,198 5,307 5,487 4,265 3,434 3,940
wings up a 7,827 8,881 8,495 7,829 7,173 7,388
kruppel 7,664 7,911 7,657 6,707 6,192 6,493
drep3 6,039 6,114 6,991 5,856 5,594 5,912
beaten path ib 10,059 10,198 8,779 7,141 6,651 6,931
decapentaplegic 7,644 8,534 8,383 6,561 5,187 5,757
CG7588-RA 4,856 6,436 7,296 5,827 5,518 6,091
short gastrulation 7,718 8,417 8,965 7,131 6,494 6,929
upheld 5,839 7,478 6,782 5,528 5,705 6,064
fork head 8,988 8,299 7,831 6,125 5,652 5,892
g protein 49b 10,952 10,623 10,102 9,413 8,540 8,686
camp-dependent 
protein kinase 1 10,778 10,570 10,350 9,305 8,990 9,288

abnormal 
chemosensory jump 6 7,994 7,795 8,657 6,925 6,166 6,985

glial cells missing 9,460 8,629 7,416 4,904 6,177 5,899
g protein 1 11,501 11,652 10,451 8,192 8,483 8,108
beaten path ia 9,308 8,353 7,017 4,965 5,638 4,659
cg6589-pa 4,869 4,814 5,202 4,412 3,963 4,411
matrix metalloproteinas 5,867 5,483 6,436 5,220 5,232 5,449
midline fasciclin 10,367 10,165 9,581 5,252 5,687 5,349
angiotensin converting 
enzyme 8,817 10,235 8,819 5,185 5,371 5,253

kelch 11,751 11,781 11,134 9,202 9,888 10,780
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mastermind 11,506 11,157 10,338 9,245 8,773 8,836
bangles and beads 10,620 11,260 10,249 6,535 5,874 6,256
abdominal b 6,534 6,981 7,531 5,999 5,556 6,179
g protein o 47a 12,110 12,206 11,215 10,400 10,301 10,395
paramyosin 5,907 6,692 6,615 5,633 5,208 5,251
paramyosin 6,754 7,399 7,747 6,402 6,592 6,557
wingless 8,289 8,807 7,851 5,696 4,847 5,981
echinus 7,587 8,024 9,152 6,948 6,851 7,172
CG4322-RA 8,707 9,488 7,724 5,630 5,472 6,130
lozenge 7,011 6,735 7,503 5,355 5,391 5,857
dachshund 11,962 11,983 10,955 9,937 9,244 7,976
CG2082-RC 8,870 10,231 8,502 6,080 6,203 6,515
cg18144-pa 7,159 7,361 7,190 5,635 5,009 4,833
CG1776-RA 6,202 7,440 8,586 7,074 6,167 6,637
kin of irre 8,454 8,226 8,418 6,599 5,727 6,291
multiple edematous win 7,330 7,446 6,550 5,559 5,405 5,320
cg7860-pa 8,343 7,732 8,681 5,933 6,134 6,036
cg32130-pb, isoform b 8,148 9,565 7,949 7,078 8,235 7,366
serrate 10,117 10,372 9,363 7,570 7,148 6,762
capricious 10,236 9,857 9,893 8,607 8,225 8,884
cg18214-pc, isoform c 11,892 11,514 10,663 9,736 9,348 8,674
CG9954-RA 11,430 11,056 11,302 10,401 10,904 10,773
rhomboid 9,359 9,827 9,396 8,137 8,785 9,273
cg18389-pa 6,093 5,725 6,284 5,509 5,529 5,205
misexpression 
suppressor of ksr 2 8,443 7,606 7,876 7,111 6,531 6,999

ecdysone-induced 
protein 74ef 11,550 10,226 10,015 6,959 6,233 6,585

mirror 9,811 9,743 8,173 6,405 6,131 6,389
mirror 8,734 9,153 8,977 7,236 6,682 7,229
labial 6,100 6,338 5,327 4,224 3,949 3,896
cg15630-pa 6,975 6,808 6,942 5,177 4,621 5,059
tincar 9,076 9,449 7,455 5,956 6,521 6,142
tincar 7,660 7,584 6,582 5,755 6,350 6,083
wengen 10,642 10,949 9,880 9,259 8,373 8,647
synaptotagmin 11,226 11,710 9,935 7,372 6,983 7,028
Myofilin 8,490 8,763 8,422 7,383 6,998 7,321
embryonic lethal, 
abnormal vision 12,117 11,840 11,403 10,470 10,976 11,107

netrin-b 11,332 11,444 10,242 8,937 8,663 8,933
polychaetoid 10,940 10,885 10,897 9,692 8,659 9,285
cg17754-pd, isoform d 9,015 8,994 9,557 8,967 8,703 8,651
sevenless 7,194 7,491 6,382 5,560 5,532 5,460
spire 9,367 9,483 9,910 9,030 8,353 8,827
RhoGAPp190 11,111 11,204 10,456 9,239 9,404 9,337
cut 10,096 10,257 10,182 9,401 8,893 9,355
cut 10,533 9,605 9,745 7,219 6,470 7,392
cg8250-pa 11,196 10,779 9,768 7,050 6,300 6,545
forkhead domain 3f 4,776 4,871 5,783 4,576 4,280 4,435
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male-specific rna 84dd 6,131 6,671 7,378 5,712 5,611 6,062
nubbin 7,559 8,000 7,156 4,858 4,219 5,006
frizzled 10,312 10,187 9,317 8,005 7,828 7,735
connectin 10,273 10,035 9,815 7,971 8,166 8,022
barh2 8,942 8,476 8,527 6,503 6,758 7,098
cg7462-pc, isoform c 10,710 10,574 9,328 8,432 8,353 7,335
hemese 6,529 8,358 7,767 6,067 5,713 5,355
ecdysone-induced 
protein 75b 9,686 10,159 9,431 8,355 8,264 7,971

d-ptx1 8,418 8,588 7,623 5,522 5,013 5,172
spatzle 9,597 9,558 8,762 7,575 7,018 7,857
drop 8,028 8,484 7,340 4,691 4,171 4,789
fasciclin 3 10,133 10,320 9,635 8,379 8,114 8,242
fasciclin 3 8,425 8,198 7,449 6,597 6,000 6,081
slow border cells 4,248 4,370 5,061 4,208 3,997 4,229
neither inactivation nor 
afterpotential e 6,492 6,523 7,405 5,840 5,866 6,170

Gene                  wt bratk06028/+ 
L3 brain

bratk06028 
L3 brain

bratk06028 
T1 bratk06028 T5 bratk06028 T10

Replication protein A2 11,253 11,732 12,314 12,194 12,620 12,529
flap endonuclease 1 10,392 10,424 11,031 10,455 11,203 11,169
mutagen-sensitive 309 9,889 9,909 10,843 11,003 10,709 10,668
CG7246-RA 7,158 7,285 8,794 8,303 8,306 8,339
lodestar 9,799 9,615 10,596 11,065 10,799 10,898
Ku80 8,655 8,961 10,114 10,546 11,030 10,724
dna repair protein rad1 9,024 9,002 9,654 9,837 10,085 10,177
CG5602-RA 10,093 10,494 10,908 10,952 11,475 11,480
inverted repeat-binding 
protein 8,663 9,258 10,568 10,921 11,471 11,116

cg5041-pa 9,263 9,278 9,899 9,996 10,242 10,062
CG8169-RA 9,054 9,663 10,263 10,717 10,817 10,915
o-6-alkylguanine-dna 
alkyltransferase 8,675 7,972 10,811 11,390 10,875 10,625

CG5524-RA 9,027 9,284 9,834 10,402 10,626 10,441
meiotic recombination 1 9,988 10,856 11,206 11,478 12,113 11,940
replication-factor-c 
40kd subunit 11,682 12,045 12,560 12,604 12,748 12,583

cg7602-pb, isoform b 7,889 7,477 8,653 8,885 9,736 9,374
 CG11482-RA 8,144 8,182 9,594 9,503 10,721 10,573
cg6339-pa 9,526 10,041 10,909 11,235 11,894 11,768
replication factor c 
38kd subunit 10,495 10,547 11,084 11,070 10,967 10,882

mutagen-sensitive 210 10,730 10,809 11,491 11,788 12,102 12,136
dna polymerase 180kd 7,338 6,739 8,684 9,070 8,405 8,052

GO:0006281:DNA repair
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mitochondrial single 
stranded dna-binding 
protein 

11,914 11,728 12,700 12,705 12,195 12,275

mutagen-sensitive 205 7,549 8,009 9,250 9,966 10,620 10,427
dna polymerase eta 8,568 8,152 9,709 10,223 9,850 9,788
CG1828-RB 11,945 12,107 12,546 12,182 12,855 12,706
spellchecker1 8,167 8,406 9,069 9,648 9,880 9,918
spindle b 7,404 6,803 8,009 8,934 8,911 8,816

Gene                  wt bratk06028/+ 
L3 brain

bratk06028 
L3 brain

bratk06028 
T1 bratk06028 T5 bratk06028 T10

aspartyl-trna synthetase 11,172 11,385 12,046 11,753 11,999 11,989
scribbled 6,455 6,787 7,808 7,076 7,291 7,368
scribbled 7,356 7,256 8,334 7,800 8,255 8,254
scribbled 9,568 9,075 10,360 10,627 10,478 10,234
spaghetti 10,179 10,075 10,854 10,758 10,770 10,673
cueball 10,415 10,762 11,273 11,161 10,900 10,827
cg33336-pa, isoform a 3,412 3,999 4,222 4,582 4,766 3,965
Downstream of kinase 10,145 9,799 10,950 11,476 10,887 10,862
thor 8,733 10,061 12,164 10,747 11,887 11,813
cg6147-pa 9,448 9,472 10,320 10,084 9,763 9,851
pipe 3,469 3,230 4,715 4,103 3,760 3,938
insulin-like receptor 6,762 6,468 7,681 7,482 7,735 8,370
diminutive 11,667 11,530 12,419 12,547 11,905 12,344
cg5505-pe, isoform e 9,813 9,869 10,660 9,978 10,326 10,263
forkhead box, sub-group 8,522 8,509 9,481 9,540 9,430 9,734

Gene                  wt bratk06028/+ 
L3 brain

bratk06028 
L3 brain

bratk06028 
T1 bratk06028 T5 bratk06028 T10

nebbish 8,404 8,677 9,888 9,759 10,338 10,046
CG33131-RA 9,312 10,301 10,691 10,730 11,178 10,857
z600 5,072 4,885 6,526 7,998 8,736 8,179
non-claret disjunctional 10,461 10,872 11,591 11,472 11,976 11,674
rough deal 8,934 9,195 9,754 9,917 10,595 10,402
loki 9,611 10,189 10,744 11,207 11,503 11,557
borealin 11,262 11,470 11,980 11,698 11,955 11,909
minichromosome 
maintenance 2 10,172 10,675 11,639 11,505 11,769 11,636

telomere fusion 9,546 10,378 10,797 10,882 10,998 11,070
la related protein 6,743 6,440 7,410 7,852 7,938 7,934
origin recognition 
complex subunit 2 8,279 8,270 9,543 9,728 10,141 10,005

zwilch 8,836 9,093 9,838 10,395 10,541 10,374
CG31864-RA 10,963 10,774 11,636 11,875 11,805 11,671
cg5018-pa 8,674 9,111 9,545 9,601 9,785 9,586
minichromosome 
maintenance 6 11,083 11,526 11,749 12,086 12,404 12,257

aurora 9,151 9,120 9,974 10,296 9,956 9,805

GO:0001558:regulation of cell growth

GO:0007067:mitosis
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meiotic recombination 1 9,988 10,856 11,206 11,478 12,113 11,940
three rows 9,474 9,391 10,262 10,448 10,919 10,994
pimples 10,722 10,811 11,385 11,798 11,783 11,751
replication-factor-c 
40kd subunit 11,682 12,045 12,560 12,604 12,748 12,583

separase 8,120 8,649 9,572 9,963 9,767 9,689
cenp-meta 9,567 9,729 10,175 10,707 10,218 10,238
cyclin e 10,622 11,058 11,400 11,765 11,803 12,056
gluon 10,117 10,185 10,838 10,886 11,364 11,293
fizzy 10,274 10,539 11,148 11,285 11,098 11,120
cg12010-pa, isoform a 7,882 7,835 8,923 9,668 10,060 10,082
cg6512-pa, isoform a 10,782 11,080 11,641 11,672 11,639 11,604
CG2658-RB 9,255 9,427 10,510 10,427 10,571 10,484
greatwall 8,035 8,196 9,635 10,209 10,172 10,039
mitotic checkpoint 
control protein kinase 
bub1 

9,919 9,886 10,605 10,907 10,805 10,564

cg14444-pb, isoform b 6,983 7,533 8,746 8,652 7,307 7,879

Gene                 wt bratk06028/+ 
L3 brain

bratk06028 
L3 brain

bratk06028 
T1 bratk06028 T5 bratk06028 T10

pavarotti 9,816 10,234 10,969 10,840 11,297 11,033
vein 7,094 7,705 8,178 9,022 8,620 8,381
sanpodo protein 9,709 9,315 10,350 10,780 10,852 10,832
cyclin e 10,622 11,058 11,400 11,765 11,803 12,056
gluon 10,117 10,185 10,838 10,886 11,364 11,293
pointed 8,679 8,925 9,907 10,131 10,703 11,030
cg31020-pa 9,709 9,315 10,350 10,780 10,852 10,832
inscuteable 10,653 10,547 11,686 12,342 11,763 11,716
sticky ch1 8,705 9,048 9,741 9,062 9,256 9,111
pebble 10,460 10,693 11,138 11,259 11,418 11,369
ventral veins lacking 9,264 9,403 9,857 9,977 10,020 10,405
vegetable 8,930 8,868 9,766 10,021 10,090 10,136
three rows 9,474 9,391 10,262 10,448 10,919 10,994

Gene                 wt bratk06028/+ 
L3 brain

bratk06028 
L3 brain

bratk06028 
T1 bratk06028 T5 bratk06028 T10

non-claret disjunctional 10,461 10,872 11,591 11,472 11,976 11,674
kinesin-like protein at 6 9,931 10,178 10,828 10,967 11,044 10,932
aurora 9,151 9,120 9,974 10,296 9,956 9,805
la related protein 6,743 6,440 7,410 7,852 7,938 7,934

Gene                 wt bratk06028/+ 
L3 brain

bratk06028 
L3 brain

bratk06028 
T1 bratk06028 T5 bratk06028 T10

miranda 9,153 9,033 10,671 11,009 11,233 11,141
aurora 9,151 9,120 9,974 10,296 9,956 9,805
staufen 11,970 11,934 12,676 12,808 12,758 12,800

GO:0007422:peripheral nervous system development

GO:0051299:centrosome separation

GO:0008105:asymmetric protein localization



Anexo Tabla X

Anexo Tabla X
11

inscuteable 10,653 10,547 11,686 12,342 11,763 11,716

Gene                 wt bratk06028/+ 
L3 brain

bratk06028 
L3 brain

bratk06028 
T1 bratk06028 T5 bratk06028 T10

mitochondrial 
ribosomal protein l42 10,399 10,489 11,250 11,487 10,599 10,529

mitochondrial 
ribosomal protein l9 9,839 10,511 11,065 11,083 11,181 11,179

mitochondrial 
ribosomal protein l17 10,427 10,579 11,057 11,209 11,155 11,116

mitochondrial 
ribosomal protein s30 10,329 10,616 11,168 10,993 11,209 11,122

mitochondrial 
ribosomal protein s29 9,986 10,492 10,679 10,694 11,262 11,168

cg31842-pa 10,136 10,311 10,912 10,743 10,936 10,671
mitochondrial 
ribosomal protein l28 10,204 10,345 11,148 11,133 11,398 11,224

mitochondrial 
ribosomal protein s28 10,917 11,268 11,551 11,917 11,882 11,923

mitochondrial 
ribosomal protein l4 10,030 10,266 10,868 10,939 10,797 10,673

mitochondrial 
ribosomal protein l45 9,471 10,124 10,789 11,000 11,236 11,141

mitochondrial 
ribosomal protein s2 9,712 9,465 10,568 10,190 9,857 9,501

mitochondrial 
ribosomal protein s34 10,400 10,658 11,297 11,335 11,151 10,969

mitochondrial 
ribosomal protein s18c 8,649 8,394 9,558 9,534 9,019 8,927

Gene                 wt bratk06028/+ 
L3 brain

bratk06028 
L3 brain

bratk06028 
T1 bratk06028 T5 bratk06028 T10

thioredoxin reductase-1 11,014 11,806 11,178 11,072 12,138 12,006
cg5703-pa 10,183 11,000 10,328 10,028 11,278 11,214
cg18624-pb, isoform b 11,102 11,880 11,712 11,584 12,182 12,255
cg9172-pb, isoform b 10,924 11,617 11,184 10,853 11,908 11,903
cg6914-pa 4,502 4,596 4,482 4,612 5,159 4,647
CG3621-RA 9,616 10,615 9,833 10,026 10,479 10,626
CG12203-RA 9,846 9,825 9,594 9,673 10,742 10,768

Gene                 wt bratk06028/+ 
L3 brain

bratk06028 
L3 brain

bratk06028 
T1 bratk06028 T5 bratk06028 T10

probable ribosome 
biogenesis protein 
rlp24 

12,098 12,652 12,553 12,418 13,169 13,107

CG12413-RA 7,307 7,816 6,980 7,706 8,796 8,367
CG40068-RA 4,842 4,879 4,839 4,491 5,433 4,941

GO:0005840:ribosome

GO:0016651:oxidoreductase activity, acting on NADH or NADPH

GO:0022613:ribonucleoprotein complex biogenesis and assembly
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cg9805-pa 11,789 11,941 12,141 11,878 12,379 12,312
mystery 45a 9,645 9,978 9,938 9,870 10,688 10,502
CG7414-RB 11,908 12,340 12,171 12,190 12,779 12,791
ligatin 9,937 9,836 10,343 10,437 11,343 11,259
rrna (uridine-2'-o-)-
methyltransferase 7,595 7,999 7,475 8,116 8,962 8,837

iron regulatory protein 1 9,609 10,067 10,137 9,808 11,047 10,885
eIF2B-gamma 10,829 10,847 11,178 10,957 11,576 11,384
cg33100-pa 7,783 7,618 7,281 8,134 8,918 8,822
CG7039-RA 8,895 8,945 8,797 8,846 9,513 9,292
eukaryotic translation 
initiation factor 2 alpha 
subunit 

11,239 11,746 10,916 11,329 12,250 12,117

Gene                 wt bratk06028/+ 
L3 brain

bratk06028 
L3 brain bratk06028 T1 bratk06028 T5 bratk06028 T10

pasilla 7,149 8,326 7,677 8,049 9,063 9,360
crooked neck 10,290 10,460 10,163 10,479 11,237 11,109
CG8001-RA 9,047 9,074 9,380 9,673 10,402 10,350
tsunagi 11,672 12,245 11,606 11,482 12,368 12,202
CG6227-RA 9,032 9,319 8,830 9,178 9,697 9,464
probable rna 3'-
terminal phosphate 
cyclase-like protein 

9,153 9,615 9,664 9,580 10,683 10,520

stem-loop binding prote 10,745 11,208 11,578 11,504 12,545 12,313
CG10279-RE 11,877 12,172 11,670 11,914 12,663 12,605
CG9606-RA 10,070 10,322 10,278 10,177 10,687 10,708
CG15897-RA 9,261 9,579 9,218 9,137 10,048 9,736
cg6197-pa 10,046 10,254 9,397 10,124 11,163 11,006
cg6322-pa 9,950 9,991 10,098 10,016 10,673 10,587
CG1972-RA 10,174 10,764 10,732 10,904 11,824 11,792
cg11184-pc, isoform c 9,629 9,767 9,019 9,834 10,583 10,473
cap binding protein 80 9,084 9,151 8,372 9,259 9,703 9,891
cap binding protein 80 9,679 10,253 9,606 9,793 10,770 10,627
lethal (1) G0007 9,933 10,352 10,448 10,345 11,473 11,429
virilizer 8,265 8,483 7,793 8,335 8,986 8,665
cg11183-pa 10,048 10,369 10,201 10,172 10,817 10,552
cg1810-pa 10,944 10,969 11,192 10,963 11,689 11,501
CG12343-RA 10,349 10,437 10,849 10,655 11,395 11,151
mitochondrial 
ribosomal protein S14 9,029 9,197 9,712 9,532 10,867 10,791

small ribonucleoprotein 
sm d3 

10,824 11,492 10,407 10,567 11,658 11,547

cg16903-pa 9,528 10,070 9,634 9,486 10,733 10,524
myb oncogene-like 10,895 11,014 11,222 11,347 12,006 11,935

GO:0016071:mRNA metabolic process

GO:0006952:defense response
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Gene                 wt bratk06028/+ 
L3 brain

bratk06028 
L3 brain bratk06028 T1 bratk06028 T5 bratk06028 T10

thiolester containing 
protein iv 8,350 9,514 9,780 11,202 10,852 10,255

glutathione s 
transferase d7 4,479 5,508 5,153 6,749 7,189 6,567

gram-negative bacteria 
binding protein 1 

7,063 8,188 7,814 8,960 8,595 8,941

cecropin b 6,361 6,337 6,428 7,878 6,644 8,651
attacin-d 4,098 3,524 4,033 7,181 5,905 8,039
cg9675-pa 3,382 3,132 3,425 4,032 3,992 4,040
attacin-b 7,680 7,307 8,433 10,675 8,819 10,665
CG2887-RA 5,239 4,927 5,119 6,969 5,873 5,876
tollo 9,074 9,876 9,606 10,782 10,389 10,175
cecropin c 6,346 5,465 5,561 8,729 8,327 9,916
drosomycin-like 4,378 3,675 4,044 5,952 5,927 5,477
peptidoglycan 
recognition protein lf 5,464 6,032 5,663 6,639 7,530 7,440

gram-negative bacteria 
binding protein 3 

7,448 8,413 7,748 8,812 9,709 9,612

cg31296-pa 3,302 2,840 3,217 3,912 3,939 4,216
stubble 5,533 5,930 5,173 6,229 6,474 5,973
attacin-b 7,680 7,307 8,433 10,675 8,819 10,665
peptidoglycan-
recognition protein-
sc1a/b precursor 

3,738 3,717 3,909 4,406 4,783 4,770

cg9270-pa, isoform a 3,755 3,789 4,096 4,511 4,755 4,751
cg7627-pa 8,768 8,952 8,655 9,928 8,985 9,434
map kinase p38b 10,894 11,034 11,169 11,494 11,469 11,409
chaoptic 6,535 6,208 5,650 7,416 7,378 6,892
persephone 5,514 5,687 5,858 6,337 6,136 5,817
cg31793-pa 8,283 8,279 8,430 9,701 9,914 9,414
glutathione s 
transferase d6 3,881 3,855 4,846 6,892 7,732 6,946

nudel 3,717 3,536 4,404 4,968 4,932 5,062
cg31792-pa 3,979 4,063 4,008 5,217 5,574 5,608
immune-induced 
peptide 18 precursor 4,388 4,113 4,943 6,140 5,185 5,582

CG12375-RA 9,421 9,779 9,250 10,153 10,504 10,500
phosphotidylinositol 3 
kinase 68d 8,885 8,325 8,421 9,620 9,497 9,283

cg32679-pa 4,868 4,436 5,068 6,077 6,306 5,998
mitogen-activated 
protein kinase 14a 9,046 8,438 9,184 10,059 9,897 10,361

Gene                 wt bratk06028/+ 
L3 brain

bratk06028 
L3 brain bratk06028 T1 bratk06028 T5 bratk06028 T10

GO:0017145:stem cell division



Anexo Tabla X

Anexo Tabla X
14

mothers against dpp 9,256 9,192 9,344 10,042 10,144 9,881
medea 6,682 6,518 6,905 7,521 7,646 7,284
abnormal spindle 10,434 10,824 10,724 11,140 11,208 10,998
punt 9,339 9,112 9,432 9,960 9,727 9,738
bag of marbles 5,168 5,002 4,379 6,595 7,605 7,583
aubergine 7,049 5,865 6,877 10,659 9,546 10,054

Gene                 wt bratk06028/+ 
L3 brain

bratk06028 
L3 brain bratk06028 T1 bratk06028 T5 bratk06028 T10

CG10834-RA 3,468 3,766 3,787 4,548 4,049 4,162
no distributive disjunctio 8,690 8,377 8,647 9,662 9,556 9,458
CG9595-RA 5,083 5,146 4,737 6,783 6,052 5,918
mushroom body defect 5,750 6,000 5,808 7,607 7,570 7,506
Cyclin B 11,349 11,567 11,392 12,100 12,034 12,099
CG13809-RA 5,165 4,676 5,743 7,612 8,175 7,345
Cyclin-dependent 
kinase subunit 30A 10,104 10,660 11,070 11,811 11,814 11,853

bag of marbles 5,168 5,002 4,379 6,595 7,605 7,583
Dynein heavy chain at 3 7,329 7,554 8,388 9,665 10,198 10,512
CG5300-RA 8,322 8,881 8,038 9,222 8,919 8,910
Kinesin-like protein at 3 9,340 9,513 9,820 10,135 10,611 10,529
Dynein heavy chain at 8 4,091 3,726 3,716 4,684 5,009 4,696
bazooka 8,123 7,436 8,284 9,240 9,086 8,809
milton 8,233 7,451 8,061 8,940 9,082 9,069
abnormal spindle 10,434 10,824 10,724 11,140 11,208 10,998
twine 7,871 8,111 7,047 8,743 8,679 8,785
gamma-Tubulin at 37C 6,077 5,869 5,161 8,236 6,706 5,828
CG6176-RA 10,246 10,336 10,543 11,086 10,907 10,914
Bicaudal D 9,589 9,537 9,744 10,467 10,222 10,215
Dynein heavy chain at 6 4,696 4,252 5,278 5,753 7,307 6,248
CG12306-RA 11,750 11,955 12,106 12,410 12,490 12,470
lethal (1) discs degener 9,471 9,569 9,804 10,348 10,477 10,437

GO:0007017:microtubule-based process
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Gene                   wtI pros17 T1 pros17 T5 pros17 T10

Replication protein A2 11,305 12,443 12,646 12,466
flap endonuclease 1 9,762 11,302 11,130 10,859
mutagen-sensitive 309 9,620 11,062 10,585 10,466
CG7246-RA 6,883 9,123 7,936 7,919
CG11403-RA 8,169 10,064 9,767 9,632
lodestar 8,857 11,312 10,347 10,236
cg7764-pa 10,068 10,802 11,219 10,866
Ku80 9,001 10,936 10,648 10,775
dna repair protein rad1 8,492 10,125 10,210 9,795
cg6318-pa 4,196 6,904 6,064 5,937
CG5602-RA 9,904 11,129 11,229 11,033
cg7376-pa 8,566 9,608 9,451 9,797
meiotic 41 6,605 8,415 8,172 7,844
inverted repeat-binding 
protein 9,290 11,283 10,641 10,740

cg10018-pa 7,758 10,010 9,520 9,569
cg9203-pa 8,213 9,831 10,006 9,982
CG8169-RA 9,481 10,551 10,426 10,338
cg5041-pa 9,205 10,636 10,194 10,146
cg2525-pa 8,103 10,596 10,031 10,143
o-6-alkylguanine-dna 
alkyltransferase 8,991 11,806 10,580 10,595

g/t mismatch-specific 
thymine dna 
glycosylase 

7,463 8,668 8,658 8,645

CG5524-RA 9,205 10,196 10,316 10,508
meiotic recombination 1 10,733 12,128 12,224 12,164
xpg-like endonuclease 8,773 10,347 10,654 10,401
spindle a 6,615 8,416 8,616 8,493
cg7602-pb, isoform b 7,209 10,244 8,854 8,542
cg9272-pa 8,104 9,143 9,073 8,918
CG11482-RA 8,525 10,511 10,740 10,391
cg2412-pa 7,709 9,190 8,592 8,334
CG4078-RA 8,510 9,617 9,437 9,188
xeroderma 
pigmentosum group a-
like 

7,609 8,879 9,176 9,168

replication factor c 
38kd subunit 9,996 11,361 10,881 10,684

tyrosyl-dna 
phosophodiesterase 1 7,306 10,807 11,518 11,530

probable dna mismatch 
repair protein msh6 

9,517 10,278 10,464 10,521

mutagen-sensitive 210 10,985 12,023 11,988 12,009
CG10898-RA 8,616 10,442 9,793 9,458
cg2990-pb, isoform b 4,638 8,265 7,517 7,140
dna-polymerase- 7,669 9,848 9,551 9,207
ligase4 7,973 10,189 9,543 9,485

GO:0006281:DNA repair
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dna polymerase 180kd 6,951 9,420 8,014 7,550
dna polymerase eta 8,144 10,308 9,331 9,777
mutagen-sensitive 205 8,092 10,156 10,049 10,118
cg18271-pa 6,203 7,294 7,718 7,344
CG10694-RA 4,409 6,952 5,752 5,541
spellchecker1 7,979 9,954 10,062 10,104
spindle b 6,886 8,955 8,685 8,147
recombination repair 
protein 1 11,157 11,747 12,130 12,113

Rad9 8,736 10,304 9,860 9,497

Gene                  wtI pros17 T1 pros17 T5 pros17 T10

nebbish 7,762 10,891 10,001 9,862
ecdysone-induced 
protein 63e 6,999 10,432 10,488 10,584

rough deal 8,720 10,243 10,033 9,812
trithorax-like 7,080 8,380 8,835 8,855
cg31687-pa 4,594 5,824 5,509 5,235
cg7671-pa 8,621 10,831 10,763 10,485
myosin 95e 4,234 5,903 5,211 5,087
la related protein 6,187 7,396 7,765 7,900
kinesin-like protein at 67 9,012 10,925 10,114 10,277
CG31864-RA 10,928 12,378 11,757 11,833
meiotic 41 6,605 8,415 8,172 7,844
three rows 8,695 10,740 10,378 10,527
separase 7,967 10,241 9,562 9,320
cdc23 9,388 11,092 10,688 10,573
cg3941-pa, isoform a 10,761 11,348 11,822 11,724
gluon 10,032 10,812 10,864 10,789
CG4078-RA 8,510 9,617 9,437 9,188
origin recognition 
complex subunit 5 8,521 10,240 10,004 9,636

CG4810-RA 3,726 4,836 4,581 4,480
fizzy 9,666 11,173 10,942 10,781
cyclin-dependent kinase 9,964 10,756 11,252 11,216
imaginal discs arrested 8,436 10,347 9,786 9,596
cap-d2 condensin subun 10,549 11,357 11,379 11,225
CG16892-RA 8,986 9,950 10,116 9,904
rho-kinase 7,949 9,331 9,322 9,390
ballchen 10,455 11,164 11,571 11,416
subito 3,309 4,497 4,190 4,006
CG9144-RA 8,822 10,138 9,745 9,680
negative elongation 
factor b homolog 9,261 10,611 10,254 9,981

cg2812-pa 8,812 11,487 11,436 11,340
z600 4,228 8,522 5,030 6,094
non-claret disjunctional 10,664 12,262 11,907 11,715
ipli-aurora-like kinase 8,670 10,005 10,249 10,064
CG8001-RA 9,579 10,690 10,768 10,513
borealin 10,850 12,095 12,149 11,993

GO:0007067:mitosis
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minichromosome 
maintenance 2 10,053 11,526 11,480 11,203

mitotic kinesin-like 
motor protein cenp-ana 

10,028 10,978 10,913 10,695

cg3532-pa 7,035 8,278 8,176 8,189
mutagen-sensitive 101 6,406 9,669 9,034 8,633
mep50 homolog 10,339 11,681 11,778 11,562
origin recognition 
complex subunit 2 7,474 10,087 9,892 9,459

zwilch 8,513 10,579 10,305 9,987
eco1 homolog 8,688 10,029 9,945 9,604
nem-sensitive fusion 
protein 2 7,253 10,722 8,779 8,691

cg4329-pb, isoform b 3,865 4,951 5,822 6,873
g2/mitotic-specific 
cyclin-b3 10,502 12,212 11,540 11,519

-tubulin at 37c 6,328 7,335 8,477 8,490
cyclin a 10,882 11,825 11,748 11,519
aurora 8,900 10,253 9,831 9,557
meiotic recombination 1 10,733 12,128 12,224 12,164
CG32955-RE 10,028 10,978 10,913 10,695
tribbles 8,265 10,200 9,223 9,011
protein skeletor 5,479 7,145 7,440 7,886
cg6897-pa 7,988 9,962 9,397 8,983
cg12010-pa, isoform a 7,937 10,295 9,910 9,845
peter pan 10,269 11,040 11,465 11,256
kinesin-like protein at 3a 9,584 10,434 10,474 10,386
syntaxin 13 8,949 10,144 9,942 9,658
meiotic from salaria 282 9,282 11,203 10,706 10,615
greatwall 8,070 10,442 9,947 9,712

Gene                 wtI pros17 T1 pros17 T5 pros17 T10

CG32091-RB 7,603 8,445 10,274 10,668
mutagen-sensitive 309 9,620 11,062 10,585 10,466
RecQ4 8,458 9,447 9,905 9,771
lodestar 8,857 11,312 10,347 10,236
spindle e 7,137 9,970 9,456 9,794
myosin 95e 4,234 5,903 5,211 5,087
Ku80 9,001 10,936 10,648 10,775
cg3701-pa 2,962 3,699 3,846 3,611
cg32089-pa 3,385 4,197 4,675 4,651
atp-dependent helicase 
chd3 8,258 10,106 9,473 9,481

v-atpase d subunit 2 4,695 7,555 6,264 5,631
cg7026-pa 4,907 5,899 5,739 5,546
cg8908-pa, isoform a 6,042 8,642 7,953 7,244
inverted repeat-binding 
protein 9,290 11,283 10,641 10,740

cg4821-pa, isoform a 2,912 4,079 7,265 6,842

GO:0042623:ATPase activity, coupled
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bloated tubules 9,966 10,627 10,865 10,645
cg31477-pa 5,962 6,740 7,675 8,573
cg7922-pa 7,020 7,811 7,994 8,202
ld31543p 9,653 10,408 10,854 10,685
spindle a 6,615 8,416 8,616 8,493
minichromosome 
maintenance 7 11,420 12,485 12,769 12,489

cg2412-pa 7,709 9,190 8,592 8,334
CG4078-RA 8,510 9,617 9,437 9,188
kurz 6,654 8,525 8,452 8,293
benign gonial cell neopla 4,971 7,349 7,469 6,974
CG32344-RA 8,536 10,589 10,290 10,232
replication factor c 
38kd subunit 9,996 11,361 10,881 10,684

cg14709-pa 5,644 11,375 10,118 9,858
Cdc6 8,715 10,515 10,856 10,681
cg17150-pa, isoform a 3,381 4,785 4,426 4,300
cg31793-pa 8,099 10,311 9,656 9,723
cg31792-pa 4,005 4,874 7,931 10,684
dynein heavy chain at 89 3,810 5,066 5,456 5,623
CG1582-RA 9,831 11,227 10,959 10,906
probable actin-related 
protein 8 8,852 10,323 9,902 9,849

CG1824-RA 8,446 9,087 9,759 9,529
helicase 10,936 12,113 12,139 12,029
cg3753-pa 6,687 9,422 8,599 8,638
CG6230-RA 10,133 11,550 10,926 10,898
cg9981-pa 4,417 5,301 6,336 5,868
CG7806-RA 8,776 10,061 9,878 9,927
CG5389-RA 4,409 5,412 6,540 6,912
cg1494-pa 3,510 4,294 6,445 6,316
dynein heavy chain at 16 4,960 5,830 5,807 5,641
cg13930-pa 4,295 5,590 5,372 5,137
cg1886-pa 6,918 9,291 8,361 8,045
abc transporter 
expressed in trachea 10,065 11,082 11,011 10,983

cg14838-pa 4,105 4,729 5,524 5,501
cg7504-pa 8,743 9,500 9,666 9,875
CG11403-RA 8,169 10,064 9,767 9,632
cg6737-pa 3,284 6,477 6,389 6,373
minichromosome 
maintenance 2 10,053 11,526 11,480 11,203

multi drug resistance 49 6,674 9,954 8,792 9,043
cg6318-pa 4,196 6,904 6,064 5,937
cg5800-pa 9,191 10,394 10,450 10,311
dead/deah rna helicase 1 8,205 9,380 9,325 9,777
CG4225-RA 9,483 10,310 10,396 10,102
cg8419-pa 4,365 5,138 5,803 5,125
cg7130-pa 8,252 11,103 10,035 10,294
CG14763-RA 4,954 6,495 6,314 6,452
CG33502-RA 10,189 11,662 11,013 11,014
cg8915-pa 7,094 8,680 8,423 8,174
scarlet 3,963 5,870 5,984 5,068
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cg32090-pa 3,716 4,722 4,736 5,017
minichromosome 
maintenance 3 9,565 10,358 11,261 10,825

CG2173-RA 10,236 11,530 11,236 11,247
cg11589-pa 8,023 10,128 10,127 10,070
cg10445-pa 5,499 8,307 8,220 7,761
early gene at 23 6,253 8,381 7,676 7,744
minichromosome 
maintenance 5 10,761 11,502 11,944 11,679

cg2990-pb, isoform b 4,638 8,265 7,517 7,140
cg9990-pb, isoform b 8,822 9,679 10,049 9,532
putative inner dynein 
arm light chain, 
axonemal 

3,781 5,078 4,780 4,372

spindle b 6,886 8,955 8,685 8,147
dynein heavy chain at 62 4,697 7,953 6,498 6,648
cg10859-pa 3,839 4,712 8,194 7,615

Gene                 wtI pros17 T1 pros17 T5 pros17 T10

miranda 9,362 12,015 11,537 11,387
snail 8,858 10,422 11,480 11,891
bazooka 7,209 9,336 9,015 8,745
numb 10,241 10,942 11,086 11,001
cyclin a 10,882 11,825 11,748 11,519
ric8a 5,005 5,910 5,979 5,762
worniu 8,891 11,241 11,733 11,554
inscuteable 10,145 11,915 11,455 11,446
partner of numb 8,532 10,397 10,928 10,971

Gene                 wtI pros17 T1 pros17 T5 pros17 T10

cg15481-pa 9,025 10,628 9,940 9,696
cg6841-pa 8,896 10,519 10,026 9,970
cg31054-pa 5,748 8,230 7,689 7,250
cg7671-pa 8,621 10,831 10,763 10,485
mitochondrial ribosomal 
protein l28 9,973 11,278 10,954 10,919

trna-guanine 
transglycosylase 8,202 9,368 9,901 9,656

CG7564-RA 7,608 9,288 8,994 8,704
la autoantigen-like 10,975 11,802 12,000 11,974
CG31864-RA 10,928 12,378 11,757 11,833
rrna (uridine-2'-o-)-
methyltransferase 9,780 10,793 10,794 10,660

CG1434-RA 6,926 8,995 8,842 8,835
CG17266-RA 10,349 11,338 11,231 11,168
cg11337-pb, isoform b 8,041 9,458 9,273 9,553

GO:0006396:RNA processing

GO:0055057:neuroblast division
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CG12135-RA 7,902 9,869 9,449 9,486
CG3162-RA 3,148 4,427 4,159 4,480
cinnabar 3,390 4,476 5,802 6,001
mitochondrial ribosomal 
protein S14 9,653 10,408 10,854 10,685

cg10419-pa 8,402 9,187 9,460 9,355
39 kd protein 5,605 6,547 6,478 6,219
CG4043-RA 8,665 9,617 9,677 9,654
kurz 6,654 8,525 8,452 8,293
CG16892-RA 8,986 9,950 10,116 9,904
CG17764-RA 5,161 6,086 6,134 5,970
cg12924-pa 7,555 8,618 9,134 8,856
ribosome biogenesis 
protein rpf1 9,173 10,331 10,219 10,056

cg4103-pa 7,949 9,145 8,919 8,814

probable ribosome 
biogenesis protein nep1 9,703 10,561 10,569 10,372

CG6413-RA 7,593 8,841 8,730 8,486
rrna (uridine-2'-o-)-
methyltransferase 7,625 8,987 8,868 8,463

nuclear phosphoprotein 
srp55 5,097 6,667 6,833 6,575

rna-binding protein 4 5,293 6,646 6,390 6,435
CG9144-RA 8,822 10,138 9,745 9,680
cg2812-pa 8,812 11,487 11,436 11,340
CG7246-RA 6,883 9,123 7,936 7,919
cg7942-pa, isoform a 9,199 10,545 10,347 10,197
CG8001-RA 9,579 10,690 10,768 10,513
CG14100-RA 8,556 10,048 9,814 9,700
CG6905-RA 10,319 11,468 11,120 11,208
juvenile hormone-
inducible protein 1 7,519 9,090 8,971 8,931

cg4329-pb, isoform b 3,865 4,951 5,822 6,873
cg8038-pa 10,270 11,347 11,754 11,668
CG12343-RA 10,621 11,621 11,634 11,556
CG5205-RA 7,843 9,932 9,510 9,356
cg8915-pa 7,094 8,680 8,423 8,174
cg7971-pc, isoform c 10,667 11,354 11,475 11,539
stem-loop binding protei 11,226 12,143 12,427 12,159
probable rna 3'-
terminal phosphate 
cyclase-like protein 

8,806 9,890 10,268 10,154

Mitochondrial 
Transcription Factor B1 10,824 12,004 12,068 11,872

cg3931-pa 9,325 10,603 10,569 10,416
cg7698-pa 10,076 11,180 10,929 10,720
cg10445-pa 5,499 8,307 8,220 7,761
cg33057-pa, isoform a 9,945 11,131 10,887 11,082
CG31054-RA 5,748 8,230 7,689 7,250
CG1972-RA 10,835 11,541 11,832 11,722
dna methyltransferase 2 8,331 9,812 9,139 9,113
cg15440-pa 9,736 10,878 10,546 10,439
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argonaute 2 9,426 11,359 10,405 10,665
CG3191-RA 5,766 7,843 8,289 8,176
darkener of apricot 4,030 5,546 5,359 4,982

Gene                 wtI pros17 T1 pros17 T5 pros17 T10
CG5688-RA 6,964 8,149 7,855 7,659
spastin 6,907 8,267 7,876 7,718
no distributive disjunctio 8,405 10,144 9,669 9,374
non-claret disjunctional 10,664 12,262 11,907 11,715
origin recognition 
complex subunit 5 8,521 10,240 10,004 9,636

inscuteable 10,145 11,915 11,455 11,446
ric8a 5,005 5,910 5,979 5,762
la related protein 6,187 7,396 7,765 7,900
origin recognition 
complex subunit 2 7,474 10,087 9,892 9,459

kinesin-like protein at 67 9,012 10,925 10,114 10,277
rho-kinase 7,949 9,331 9,322 9,390
kinesin-like protein at 3a 9,584 10,434 10,474 10,386
domon domain-
containing protein 
cg14681 precursor 

5,479 7,145 7,440 7,886

g2/mitotic-specific 
cyclin-b3 10,502 12,212 11,540 11,519

discs large 1 6,705 7,329 7,886 7,875
bazooka 7,209 9,336 9,015 8,745
cg32820-pa, isoform a 4,943 8,144 6,106 6,213
pebble 10,544 11,558 11,576 11,587
ballchen 10,455 11,164 11,571 11,416
subito 3,309 4,497 4,190 4,006
Grip128 8,732 10,375 10,360 10,086
CG13459-RA 5,609 6,814 6,545 7,040

Gene                 wtI pros17 T1 pros17 T5 pros17 T10
odorant receptor 19b 4,465 4,617 6,621 6,985
odorant receptor 19a 4,465 4,617 6,621 6,985
methuselah-like 10 7,905 7,298 9,882 9,972
gram-negative bacteria 
binding protein 1 7,846 8,249 8,958 8,792

cg7526-pb, isoform b 4,391 4,142 6,668 5,581
CG31760-RA 9,996 4,243 6,102 6,396
gustatory receptor 97a 3,852 3,853 8,338 8,046
small conductance 
calcium-activated 
potassium channel

11,143 4,783 6,539 7,620

odorant receptor 49b 2,730 3,443 5,346 6,069
CG31221-RA 9,082 4,280 5,329 5,818
gustatory receptor 32a 3,564 4,474 6,819 6,342
cg4821-pa, isoform a 2,912 4,079 7,265 6,842
CG9935-RA 8,990 5,825 8,248 9,027
frizzled 3 7,315 7,002 8,089 8,306

GO:0000226:microtubule cytoskeleton organization and biogenesis

GO:0004871:signal transducer activity
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clumsy 6,152 4,626 7,536 9,273
odorant receptor 13a 6,554 4,032 8,037 7,347
cg31646-pa 9,388 4,964 6,874 6,915
discs large 1 5,666 5,685 6,770 7,627
methuselah-like 4 7,745 6,856 8,588 8,714
CG5036-RA 10,590 7,260 9,941 10,336
CG8909-RB 11,698 6,389 7,811 8,773

putative mitogen-
activated protein kinase 
kinase kinase 7-like

5,625 4,683 8,040 8,324

hormone receptor-like 
in 39 6,401 5,863 7,195 7,195

CG7180-RA 7,841 3,511 6,240 3,435
nicotinic acetylcholine 
receptor alpha 7e 7,325 7,175 7,924 8,402

eagle 5,754 5,409 7,248 7,674
metabotropic gaba-b 
receptor subtype 1 7,199 3,461 4,730 4,615

derailed 2 9,076 5,430 6,732 7,510
g protein 49b 10,816 6,316 8,108 8,911
gustatory receptor 10b 3,817 4,234 5,152 5,148
cg11489-pb, isoform b 11,588 6,994 7,910 8,436
CG9098-RA 9,932 6,502 8,019 8,497
odorant receptor 56a 3,916 3,829 4,869 4,973
position-specific 
antigen 4 alpha chain 5,953 4,372 6,986 6,424

camp-dependent 
protein kinase 1 6,990 5,200 6,265 6,444

wnt oncogene analog 4 10,859 5,539 7,136 7,696
netrin receptor unc-5 
precursor 11,151 8,566 9,648 9,957

nicotinic acetylcholine 
receptor 18c 8,818 5,219 6,766 6,576

cg7166-pa 6,393 4,358 5,166 5,726
odorant receptor 67a 5,895 4,711 7,344 6,524
inflated 9,668 6,535 7,675 7,568
cg33466-pa 4,881 4,988 5,681 5,782
g protein o 47a 11,736 7,758 9,440 9,890
methuselah 10,399 8,612 9,447 9,822
cg31714-pa 9,244 5,662 7,798 8,866
epidermal growth factor 
receptor 7,747 7,752 8,690 8,954

nicotinic acetylcholine 
receptor 30d 10,115 5,333 8,100 7,816

CG18405-RA 10,849 7,525 9,082 9,535
protein tyrosine 
phosphatase 10d 4,677 5,115 5,914 6,283

CG7227-RA 4,820 4,895 6,375 7,045
klingon 11,095 5,319 7,266 6,759
nicotinic acetylcholine 
receptor beta 96a 10,542 10,645 11,468 11,665
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gram-negative bacteria 
binding protein 3 8,597 6,375 10,168 10,699

camp-dependent 
protein kinase 7,976 8,211 8,941 9,562

wengen 10,299 8,300 10,729 10,601
ligand-gated ion 
channel phcl-a 9,256 4,215 5,674 6,444

CG32843-RA 7,727 4,412 7,177 5,181
odorant receptor 42a 4,220 5,323 6,674 5,263
cg7094-pa 4,002 4,001 5,743 4,116
leak 10,465 6,892 9,854 10,194
cg7497-pa 4,851 5,157 6,045 6,758
cg13229-pa 6,404 4,891 7,624 7,783
ia2 12,152 4,525 6,345 6,818
stranded at second 9,716 7,189 8,166 10,715
CG10702-RB 6,181 6,603 8,941 7,801
glutamate-gated 
chloride channel 
precursor

10,574 4,521 6,165 6,901

gustatory receptor 28b 6,557 3,032 5,127 5,170
cg7800-pa 9,239 8,972 9,873 10,098
cg14217-pd, isoform d 10,132 9,202 10,773 11,053
cg3603-pa 7,097 6,594 8,011 7,673
odorant receptor 65a 4,010 3,334 5,378 5,137
cg4168-pa 8,415 4,512 6,664 6,527
cg15627-pa 5,000 6,072 8,268 8,559
cg4132-pa 8,988 9,467 10,056 10,132
cg16801-pa, isoform a 7,317 4,988 6,815 7,181
CG5621-RA 6,777 3,353 6,273 4,990
hormone receptor-like 
in 46 9,880 4,526 6,633 7,574

amyloid protein 
precursor-like 12,431 6,485 9,623 10,900

regulator of g-protein 
signalling 7 6,835 4,582 5,960 6,913

dopamine receptor 9,182 4,155 6,203 7,031
allatostatin receptor 7,216 4,593 6,422 7,294
protein c kinase 98e 11,109 7,677 9,408 10,192
odorant receptor 24a 3,715 3,114 3,911 5,721
clock 6,028 3,637 5,220 6,012
wingless 8,049 5,040 5,651 7,407
daughters against dpp 9,285 6,927 8,111 9,647
putative odorant 
receptor 67d 4,870 6,091 9,873 10,482

odorant receptor 67b 3,486 4,945 7,471 8,309
dopamine 2-like recepto 11,047 4,278 7,394 8,162
still life 11,158 6,045 9,813 10,943
pray for elves 9,596 4,632 5,374 6,826
toll 11,356 6,675 8,514 9,127
shaking b 7,245 4,084 4,911 7,422
frizzled 9,938 5,366 6,664 7,591
neither inactivation nor 
afterpotential e 6,603 5,636 6,511 7,618
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fringe 10,682 6,716 8,452 9,097
cg9807-pa 7,308 5,765 6,824 8,314
cg32671-pa 7,308 5,765 6,824 8,314
cg32678-pa 7,308 5,765 6,824 8,314
cg32673-pa 7,308 5,765 6,824 8,314
cg32683-pa 8,965 3,774 4,817 8,117
adenylyl cyclase acxe 5,014 5,956 5,628 7,112
dunce 9,844 6,259 7,412 8,268
leonardo protein 12,685 7,444 9,303 10,010
cg18350-pj, isoform j 10,459 4,367 7,698 8,835
cg15177-pa 5,855 3,958 4,346 5,562
cg11727-pa, isoform a 8,326 7,223 8,573 9,167
adenylyl cyclase 76e 10,340 7,297 8,741 9,840
division abnormally delay 10,220 6,803 8,156 9,096
cg32580-pa 6,637 3,033 4,355 5,496
CG10698-RA 7,183 5,701 4,311 4,897
cg2885-pa 4,958 4,472 5,701 6,471
diuretic hormone 31 9,923 3,840 5,616 6,548
g protein 49b 10,816 6,316 8,108 8,911
adenylyl cyclase acxc 5,538 5,321 7,473 8,899
laminin b2 11,333 7,924 9,170 9,771
CG32776-RD 10,437 6,153 8,637 9,255
lozenge 7,387 3,787 5,980 7,251
CG2457-RA 6,906 4,513 6,192 7,845
kin of irre 7,973 5,482 5,962 7,171
cg31317-pb, isoform b 8,701 3,939 6,699 7,359
retinal degeneration b 10,372 7,023 8,582 9,491
sprouty 9,162 7,887 10,202 10,927
neuromusculin 8,845 5,532 5,767 7,171
branchless 5,492 7,824 6,058 6,646
calbindin 53e 10,902 3,564 4,686 7,188
cut 10,603 4,502 6,741 7,733
huckebein 5,149 7,616 3,963 6,106
fasciclin 2 11,090 7,406 8,936 9,735
d-frq 9,767 4,367 6,119 7,225
odorant receptor 69b 5,305 3,872 3,519 4,847
cg33950-pb, isoform b 9,568 6,847 8,138 9,859
wrinkled 7,361 5,934 6,160 7,701
CG32406-RA 9,505 5,688 6,212 7,489
adenylyl cyclase acxb 6,327 4,021 5,668 7,540
cg1748-pa 6,967 3,681 4,765 5,520
retinal degeneration a 9,231 5,927 8,787 9,683

Gene                 wtI pros17 T1 pros17 T5 pros17 T10
cg18375-pa, isoform a 8,923 7,586 10,661 10,836
hemese 7,724 4,572 5,891 6,181
netrin receptor unc-5 
precursor 11,151 8,566 9,648 9,957

ninjurin a 9,378 6,326 7,252 9,090
ecdysone-induced 
protein 74ef 9,330 6,310 8,366 7,996

knot 8,991 4,254 6,935 5,497

GO:0030154:cell differentiation
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broad 4,974 5,256 5,931 6,130
egghead 11,376 9,279 10,688 10,958
rugose 10,250 7,072 9,394 9,994
matrix metalloproteinase 7,293 5,268 7,674 7,695
epidermal growth factor 
receptor 7,747 7,752 8,690 8,954

daughters against dpp 9,285 6,927 8,111 9,647
tailup 9,918 4,653 5,708 6,167
female sterile (2) ltopp4 8,763 8,693 10,493 10,144
lilliputian 7,030 7,425 8,128 8,612
myosin heavy chain 8,564 6,069 7,566 10,461
faint sausage 10,977 8,279 10,971 11,318
hibris 11,973 7,079 8,719 9,098
neither inactivation nor 
afterpotential e 6,603 5,636 6,511 7,618

still life 11,158 6,045 9,813 10,943
leak 10,465 6,892 9,854 10,194
inflated 9,668 6,535 7,675 7,568
lozenge 7,387 3,787 5,980 7,251
wingless 8,049 5,040 5,651 7,407
cg33950-pb, isoform b 9,568 6,847 8,138 9,859
mastermind 11,100 7,223 8,466 8,859
scratch 11,446 6,037 7,893 8,696
synaptotagmin 11,526 5,010 7,069 7,908
wengen 10,299 8,300 10,729 10,601
optix 9,894 4,411 11,644 11,339
jelly belly 8,133 3,908 6,661 8,356
eyes absent 10,037 5,882 11,615 11,377
highwire 8,982 8,934 10,070 10,335
discs large 1 5,666 5,685 6,770 7,627
hamlet 8,187 5,731 7,630 7,887
escargot 9,024 9,497 10,465 10,471
leonardo protein 12,685 7,444 9,303 10,010
CG7227-RA 4,820 4,895 6,375 7,045
cg3871-pa, isoform a 6,556 5,051 12,167 12,000
myb oncogene-like 11,103 11,191 11,850 12,057
cut 10,603 4,502 6,741 7,733
CG18405-RA 10,849 7,525 9,082 9,535
twin of m4 11,206 8,001 9,065 9,368
myb-interacting protein 
130 8,210 8,537 9,414 9,362

knockout 8,024 4,593 7,369 7,159
Myofilin 9,087 5,120 7,179 7,308
male-specific rna 84dc 6,553 5,506 6,094 8,303
upheld 7,606 4,887 6,986 7,150
fringe 10,682 6,716 8,452 9,097
longitudinals lacking 11,188 7,479 8,844 9,105
amyloid protein 
precursor-like 12,431 6,485 9,623 10,900

connectin 9,387 4,363 6,909 6,884
ventral veins lacking 5,818 6,374 7,410 7,316
glutamic acid 
decarboxylase 1 11,142 3,767 6,877 5,891
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apterous 10,088 5,881 7,586 7,328
g protein o 47a 11,736 7,758 9,440 9,890
prospero 12,059 5,110 10,599 10,627
sprouty 9,162 7,887 10,202 10,927
frizzled 9,938 5,366 6,664 7,591
gh19206p 9,798 5,797 7,645 7,073
glial cells missing 8,785 4,156 7,988 6,332
beaten path ia 8,074 3,444 4,133 5,169
CG7588-RA 6,748 4,153 5,931 7,421
netrin-a 7,256 6,310 9,813 9,893
pointed 8,698 5,630 11,237 11,438
moesin 12,233 10,244 11,553 11,667
g protein 49b 10,816 6,316 8,108 8,911
modifier of mdg4 8,511 6,065 8,734 8,136
homothorax 10,038 4,713 8,586 9,717
reversed polarity 10,637 6,100 7,435 7,741
abnormal 
chemosensory jump 6 8,145 5,551 7,029 7,697

adenosine deaminase-
related growth factor a 9,473 9,436 10,530 10,607

muscleblind 5,784 6,149 7,467 8,228
shibire 10,245 8,102 9,116 9,252
klingon 11,095 5,319 7,266 6,759
cg18350-pj, isoform j 10,459 4,367 7,698 8,835
extra-extra 6,518 4,149 4,976 5,713
echinus 8,204 4,652 6,075 7,135
sine oculis 7,877 4,395 9,260 9,106
kelch 11,361 7,634 8,927 9,479
src oncogene at 64b 8,218 8,167 9,501 9,800
wings up a 8,985 5,984 7,253 9,110
cg14217-pd, isoform d 10,132 9,202 10,773 11,053
camp-dependent 
protein kinase 1 6,990 5,200 6,265 6,444

fasciclin 1 10,739 7,957 9,776 9,743
fasciclin 2 10,262 6,725 8,233 8,850
nervous fingers 1 12,260 8,434 10,023 10,023
held out wings 6,315 6,934 7,827 8,351
toll 11,356 6,675 8,514 9,127


