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Apéndix

N° d’accés i alineament de les seqliéncies de glicogen sintases eucariotes

En la seguent taula es resumeixen els codis de referéncia de les

sequencies de proteina de les glicogen sintases eucariotes utilitzades en

aquest projecte. Només es mostren les sequiéncies completes. Les referéncies

en negre indiquen que la sequéncia estava anotada i identificada préviament.

En vermell es destaquen les sequencies que tot i estar anotades i disponibles

en les bases de dades, no s’han identificat explicitament com a glicogen

sintases. Les seqléncies marcades amb # s’han identificat amb el treball

desenvolupat en aquesta tesi a partir de fragments de sequéncia en brut

disponibles en els projectes genoma de cada organisme o per sequenciacio

dels corresponents clons d’'EST.

_Organsime N° d'accés
GYS Giardia lamblia XP 779057
GYS Dictyostelium discoideum XP 647210
GYS Cryptococcus neoformans ~ AAW45795
GYS Ustilago maydis XP 757156
GYS Yarrowia lipolytica XP_ 505581
GYS Debaryomyces hansenii XP 457217
GYS Candida albicans XP 717968
GYS Candida glabrata XP 448679
GYS Ashbya gossypii AAS50373
GSY1 Saccharomyces cerevisiae NP_116670
GYS Saccharomyces paradoxus #

GSY2 Saccharomyces cerevisiae NP_013359
GYS Kluyveromyces lactis XP 456111
GYS Asperqgillus fumigatus EAL86056

GYS Aspergillus nidulans XP_681279
GYS Gibberella zeae XP 386998
GYS Magnaporthe grisea XP 367364
GYS Neurospora crassa AAL08574
GYS Steinernema feltiae AAK28335
GYS Caenorhabditis briggsae CAE71482

GYS Caenorhabditis elegans NP 496736
GYS Crassostrea gigas AAS93900

GYS Drosophila melanogaster NP 731968
GYS Drosophila pseudoobscura EAL28473

GYS Apis mellifera XP 624707
GYS Anopheles gambiae EAA08045

GYS Ciona intestinalis #

GYS Ciona savignyi #

_Organsime N° d'accés
GYS2 Tetraodon nigroviridis #
GYS2 Takifugu rubripes #
GYS2 Xenopus laevis AAH70667
GYS2 Gallus gallus #
GYS2 Monodelphis domestica #
GYS2 Rattus norvegicus NP 037221
GYS2 Mus musculus NP 663547
GYS2 Oryctolagus cuniculus #
GYS2 Bos taurus #
GYS2 Canis familiaris XP 534869
GYS2 Macaca mulatta XP 001098578
GYS2 Pan troglodytes #
GYS2 Homo sapiens NP_068776
GYS1 Tetraodon nigroviridis #
GYS1 Takifugu rubripes #
GYS1 Danio rerio NP 957474
GYS1 Pimephales promelas #
GYS1 Xenopus tropicalis #
GYS1 Monodelphis domestica #
GYS1 Rattus norvegicus #
GYS1 Mus musculus NP 109603
GYS1 Oryctolagus cuniculus P13834
GYS1 Canis familiaris #
GYS1 Macaca mulatta NP 001028058
GYS1 Pongo pygmaeus CAH91590
GYS1 Homo sapiens NP_002094
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GS_Gardia_lanblia L MEEEQMYDVEGGPGPGOVI
GS_Di ctyostel i um di scoi deum L MNELNI QQPTSHT

GS_Crypt ococcus_neof or mans T MPRSVHNPF
GS_Aspergi |l |l us _funigatus L e MDSEDTGPDPPKRDVRNHI
GS_Aspergi | | us_ni dul ans L MADDQDPPRRDVRNHM
GS_G bberel | a_zeae L e MSSGG. EQTRDI KNHL
GS_Maghaport he_gri sea L MAEGGEREPREVKNHI
GS_Neur ospor a_cr assa L MAHDN. REPREVKNHL
GS_Ustil ago_maydi s L MASSSPKRDVHNPL
GS_Debar yonyces_hanseni i L MT RDI KINHL
GS_Kl uyveronyces_| acti s L e MT RDI VINHL
GS_Yarrow a_lipolytica L MT RDT RNHL
GS_Candi da_al bi cans L e MARDI DNHL
GS_Candi da_gl abrat a L e MPRDL QNHL
GS_Ashbya_gossypi i L MT RDI QNHL
GS_Sacchar onyces_par adoxus L e MSRDL QNHL
GSY1_Saccharonyces_cerevi si ae L MARDL QNHL
GSY2_Sacchar onyces_cer evi si ae L MSRDL QNHL
GS_Caenor habdi ti s_bri ggsae 1 ... .. MPDHGRMPRNL SSNKI AKT| AGEDL DEEEVL EMDAGRSAREEGRF
GS_Caenor habdi ti s_el egans 1 ... ... MPDHARMPRNL SSNKI AKT| AGEDL DEEEVL EMDAGQSAREEGRF
GS_Steinernema_feltiae 1 MTTDETVNGATTPKVTRKFSSSKI VRQLSGLNI SDQG. SVTDRGENARTE|GRY]
GS_Crassostrea_gi gas 1 MRRRNSFYRSFKDACPEFEEML MDRGATAAAQNKW
GS_Dr osophi | a_pseudoobscur a 1 MNRRFSRVESGVDL KDYFDRGDI ASRENRW
GS_Dr osophi | a_nel anogast er 1 MNRRFSRVESGADL KDYFDRGDI ASRENRW
GS_Apis_nellifera 1 MSRERVSRRFYRMDSSNDL L EFMDRGY SAQHENRW
GS_Anophel es_Ganbi ae 1 MSRRYSRVESSSDL MQFL DRGHSANT ENRW
GS Ciona_intestinalis L e MAEEAPALF
GS_Gi ona_savi gnyi L e MADEAPALF
GYS1_Fugu_r ubi rpes 1 MPLARSLSVTSLSG. LEEWDEE. . . FDLEDAV|
GYS1_Tetraodon_nigrovidiris 1 e MPLARSLSVTSLSG. LEEWDEE. . . FDLEDAV|
GYS1_Danio_rerio 1 MPLARSLSVTSLSG. LDDWDEE. . . FDREDAV|
GYS1_Pi nephal es_pronel as 1 MPLARSLSVTSLSG. LEDWDEE. . . FDREDAV|
GYS1_Xenopus_tropicalis 1 MPLARSLSVTSLTG. LEDWDDD. . . LDLENSI
GYS1_Rat t us_norvegi cus 1 MPLSRSLSMSSLPG. LEDWEDE. . . FDPENAV|
GYS1_Mis_nuscul us 1 MPLSRSLSVSSLPG. LEDWEDE. . . FDPENAV|
GYS1_Oryct ol agus_cuni cul us 1 MPLSRTLSVSSLPG. LEDWEDE. . . FDLENSV,
GYS1_Canis_fanmliaris 1 MPLSRTLSMSSLPG. LEDWEDE. . . FDLENTV|
GYS1_Macaca_nul atta 1 MPLNRTLSMSSLPG. LEDWEDE. . . FDLENTV|
GYS1_Pongo_pygnmaeus 1 MPLNRTLSMSSLPG. LEDWEDE. . . FDLENAV|
GYS1_Hono_sapi ens 1 MPLNRTLSMSSLPG. LEDWEDE. . . FDLENAV|
GYS2_Fugu_r ubi rpes 1 MPLPRSVSMTSLSGLLPAWEEDP. . LPVEHLL
GYS2_Tetraodont _nigrovidiris 1 MPLSRSLSMTSLSGLLPAWEEDQ. . LPVEFELL
GYS2_Dani o_rerio 1 MRLSRSLSI TSLSG. LPLFEEES. . LPVEDOLL
GYS2_Xenopus_| aevi s 1 MPLSRSLSVSSLNG. LPLWQDED. . LPLQOLL
GYS2_Xenopus_tropicalis 1 e MPLSRSLSVSSLNG. LPQWQDED. . LPLQDLL
GYS2_Gal | us_gal | us 1 MPLARSLSMTSLNG. LPQWEDED. . LPVEDOLL
GYS2_Monodel phi s_donesti ca 1 MMRGRSL SVTSLSG. LPLWDVQE. . LPVEDLL
GYS2_Mis_nusucl us 1 MLRGRSL SVTSLGG. LPVWEAER. . LPVEDQLL
GYS2_Rat t us_nor vegi cus 1 MLRGRSL SVTSLGG. LPAWEAER. . LPVEDOLL
GYS2_Bos_t aur us 1 MLRGRSLSVTSLGG. LPRWEAG. . . LPVENLL
GYS2_Canis _famliaris 1 e MLRGRSLSVTSLSG. LPQWEVEE. . LPVEDLL
GYS2_Macaca_mul atta 1 MLRGRSLSVTSLSG. LPRWEVKE. . LPVEFLL
GYS2_Hono_sapi ens 1 MLRGRSLSVTSLGG. LPQWEVEE. . LPVEELL
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Alineament total de les sequencies de proteina de les glicogen sintases eucariotes
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GYS2_Canis _famliaris 47
GYS2_Macaca_nul atta 47
GYS2_Hono_sapi ens 47

GS_Gardia_lanblia 37 PAMVN F ERNEESE. . . . .. | LYKLI DS
GS_Di ctyostel i um di scoi deum 32 PVIT|VE| A N. . ASTAPT] IPGPLS. ...... S. Pl | ENM
GS_Crypt ococcus_neof or mans 27 PV[TIVR G S. . YKSAPV| EPGPGP. . . ... .. FGDALRS
GS_Aspergi |l |l us _funigatus 37 PVT|ITA T| N. . RASAAV, TIPSNPR. . ... ... MVETMNS
GS_Aspergi | | us_ni dul ans 34 PVITITA T N. . RNSAAV TIPSSPA. . . ... .. MKET MQS|
GS_G bberel | a_zeae 33 PVTITA T N. . HQSAAV| EPTNPE. . ... ... I AATI QS|
GS_Maghaport he_gri sea 34 PVITITA T N. . HTSAAV| EPKDPA. . . ... .. LTATI QS|
GS_Neur ospor a_cr assa 33 PVT|ITA T| N. . HQSAAV, EPSNPE. . . ... .. LKATI QA
GS_Usti | ago_maydi s 32 PVTIHQ T S. . YKTAPM EPEDPI . . ... ... LKETLDS|
GS_Debar yonyces_hanseni i 27 Pl [TIVA T N. . YNSAQI PVKDPLI LK. . . ... .. ALDS|
GS_Kl uyver onyces_lactis 27 PI [TICK] L N. . PQSVQV DWEDESNFH. . | KEVQWSL RS
GS_Yarrow a_lipolytica 27 PVT|VY| H N. . RKSADI TIDESQI PEA. . . .. I NKTLKS
GS_Candi da_al bi cans 27 PVT|VA T H. . YDSAQI PVTDPHI KQ. . . ... .. TLDS
GS_Candi da_gl abrata 27 PVITIVA T N. . KGTYQG DWEDPSI| FSEEL QPVQQALKY]
GS_Ashbya_gossypi i 27 PVT|CA H N. . PDSVQI DWEDDSVWSREML PVKRSL QH
GS_Sacchar onyces_par adoxus 27 Pl TIVA H N. . KATYQN DWKKPEAFSDEMKPVQHAL QT
GSY1_Saccharonyces_cerevi siae 27 PVITIVA T N. . KATYES DWEDES| FPEELLPI QKTLMS|
GSY2_Sacchar onyces_cer evi si ae 27 Pl [TIVA H N. . KATYQN DWKKPEAFSDEMRPVQHAL QT|
GS_Caenor habdi ti s_bri ggsae 63 Ql |STE| (@ K. . DGKWRL BHP. ENR. . . .. .. Tl RAAMKR
GS_Caenor habdi ti s_el egans 63 Ql |STE| (@ K. . DGKWRL BEP. ENR. . ... .. Tl RAAMKR
GS Steinernema_feltiae 70 PVISTD g N. . EERVKL EP. ETA. . ... .. SVKYTLECQ
GS_Crassostrea_gi gas 53 PVISVA g N. . EACVRT EP. SHY. .. .... VYRQTL QT
GS_Dr osophi | a_pseudoobscur a 48 YV|STE| (@ K. . EVCART| EFPRGN. . ... .. PLLDAVNS
GS_Dr osophi | a_nel anogast er 48 YV|STE g K. . EHCART EFPRGN. . . .. .. PLLDAVNS
GS_ Apis_nellifera 53 YVISTE g K. . ETSART DFPHNN. . ... .. PLHI AVQV|
GS_Anophel es_Ganbi ae 48 FVISTE| g K. . EASART EFPSNG. . ... .. PFYRAVTA
GS_Cona_intestinalis 27 EST|VE| g N. . ERFVAM EP. SLP. ... ... QMKRAVDL
GS_Ci ona_savi gnyi 27 EST|VE| g N. . ERYVAM EP. VLP. ... ... QMKRT VDL
GYS1_Fugu_r ubi rpes 46 RL[T|AE| F V. . ESNVRT EP. PTP. ... ... | LRRTI DK
GYS1_Tetraodon_nigrovidiris 46 RL[T|AE] F V. . ESNVRT BEP. PTP. ... ... VLRRTI DK|
GYS1_Danio_rerio 46 RL|T|CE| F M. . ESNVRT EP. CNA. ... ... ALRRTI DK
GYS1_Pi nephal es _pronel as 46 RL(T|CE| F M. . ESNVRT EP. CNA. . ... .. ALRRTI DK
GYS1_Xenopus_tropicalis 46 KV[T|ITD F F. . ENNVRT] BHP. THP. . ... .. Al KRALDS|
GYS1_Rat t us_nor vegi cus 46 KVT|GD Y| T. . EQGVRT EP. PTP. ... ... ELKRTLDS|
GYS1_Mis_nuscul us 46 KVTIGD Y| T. . VQGVRT] EP. PTP. ... ... ELKRTLDS
GYS1_Oryctol agus_cuni cul us 46 KV[T|GD F T. . EQGVRT BEP. PTP. ... ... ALKRTLDS|
GYS1_Canis_fanmliaris 46 KVT|GD Y| T. . EQGVRT EP. PTP. ... ... ALKRTLDS|
GYS1_Macaca_nul atta 46 KVTIGD Y| T. . EQGVRT] EA. PTP. ... ... ALKKTLDS
GYS1_Pongo_pygnaeus 46 KVT|IGD F T. . EQGVRT BHA. PTP. . .. ... ALKRTLDS|
GYS1_Hono_sapi ens 46 KVT|GD F T. . EQGVRT EA. PTP. ... ... ALKRTLDS|
GYS2_Fugu_r ubi rpes 48 KVTIVD F F. . EHNFKT EP. PNQ. . ... .. Al RKAMDA|
GYS2_Tetraodont _nigrovidiris 48 KV[TIVD F F. . EHNFKT] EP. PNP. ... ... Al RKAMDA|
GYS2_Danio_rerio 47 KI|TVD F Y. . EHNFKT] EP. PNQ. . ... .. Al RAAMDS|
GYS2_Xenopus_| aevi s 47 KVITIAD F M. . EHNVRT DP. PNG. ... ... HI RKAI DV
GYS2_Xenopus_tropicalis 47 KV[TIAD F M. . EQNVRT] OP. PSP. ... ... QI RKAI DL
GYS2_Gal | us_gal | us 47 K1 |T|AD F F. . EHNVKT EP. PNP. ... ... Al KKAMDT
GYS2_Monodel phi s_donesti ca 47 KT(TIAD g F. . EHNMKT EP. PSP. ... ... Al KKAVEA
GYS2_Mus_nusucl us 47 KT|T|AD F F. . EHNMKT EP. TND. ... ... AVRKAVDA
GYS2_Rat t us_nor vegi cus 47 KT|TIAN F F. . EHNVKT RP. AND. . ... .. AVRKAVDA
GYS2_Bos_t aur us 46 KT(TIAD F F. . EHNMKT EP. VND. ...... AVRRAMDT,

T F F. EP.

T F F. EP.

7] F F. EP.
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AMS. . ... ... FLETDVN
FAEAN. ... ..... PNDK
FAARE. ........ TDNA
FIAHE. .. ... ... RRRA
YI AHE. . . ... ... RRRA
FVCHE. .. ...... KKKA
YVCHE. . .. ..... KKKA
FVCHE. .. ...... KRKA
FSSRD. . ....... RKRA
LVYHD. . .. ..... RERA
LAHMN. . . ... ... QTNA
LTTHE. ... ..... TERA
LVYND. . . ...... RDRA
LTQLD. ... ..... HKHA
LTAQD. . . ...... QQHA
LAHLD. .. ...... SQHA|
VSKLD. . .. ..... SSHA
VAHLD. . . ...... SQHA
FR....... ESVTSYQPL
FR. . ..... ESVTSYTPL
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FR. ... .. KNL TDQPI
FRNFAVTYSQNHDL NPPR
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INEST THATEL GRaqL [6A



ADVFT TNEEIBIGRIEAECFNGKTP.

GS G ardia_lanblia 232 NI [CLMDCL|Q AHT]

GS_Di ctyostel i um di scoi deum 199 GV DLYNQMQ AADSHVFT TS EIRIGY[ESEHI [AMRKP,.
GS_Crypt ococcus_neof or mans 197 SVDFYNNL|Q AHCADVFT TS HRIAFIESEHL[BKRKP,.
GS_Aspergi |l | us _funigatus 207 SVDFYNNL|Q AHSADVFT TS HBIAFIESEHL[BKRKP.
GS_Aspergi | | us_ni dul ans 204 SVDFYNNL|Q AHSADVFT TNAHRIAFIESEHL [BKRKP.
GS_G bberel | a_zeae 203 SVDFYNNL|Q AHACDVFT T\ HBIAFIESEHL [BKRKP.
GS_Maghaport he_gri sea 204 SVDFYNNL|Q AHSICOVFTT\USHBIAY|ESEHL[BKRKP.
GS_Neur ospora_crassa 203 SVDFYNNL|Q AHSCDVFT TS HBIAY|ESEHL|[BKRKP.
GS_Usti |l ago_maydi s 202 SVDFYNNL|Q AHCADVFTT\USHBIAY|ESEHL[BKRKP.
GS_Debar yonyces_hanseni i 197 ST|DFYNNLIA TIHSADVFT TS HBIAFIEAEHL|[BKRKP,.
GS_Kl uyver onyces_lactis 203 NVDFYNNL|D AHSADVFTTNAQRIAYESEYL[MKRKA.
GS_Yarrow a_lipolytica 200 SVDFYNNL|Q SHSADVFT T\ HBIAY[ESEHL[BKRKP.
GS_Candi da_al bi cans 197 STDFYNNL|D TIHSADVF T T\US DIMIA Y|SAEHL [AKRKP.
GS_Candi da_gl abrata 206 DVDFYNHL|Q AHTADVFT T QRIALISAEHL[BKRKA.
GS_Ashbya_gossypi i 205 NADFYNNL|D AHTADVF T TI\USQRIAY|ESEHL [BKRKA.
GS_Sacchar onyces_par adoxus 206 SFDFYNCLIES] AHSADVFT TS ARIAFIEAEHL|[BKRKP,.
GSY1_Saccharonyces_cerevi siae 206 DVDFYNNL|QY|F AHTADVFT T QRIALIEAEHL[BKRKA.
GSY2_Sacchar onyces_cerevi siae 206 SFDFYNCL|ES| AHSADVFT TS QRIAFISAEHL[BKRKP.
GS_Caenor habditi s_bri ggsae 235 GADL YNNL|DAF aqrianl FTTVEERIGLEAEHFCRKA.
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